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C)  Single-Species Inparalog-Only Ortholog Group (SSIO OG) *

Number of Proteins in % of proteins in SSIO

Number of SSIO OG % of SSIO OG 3SSI0 OG 0G
OrthoFinder 25418 47.00% 139881 17.99%
OrthoDB 6823 20.85% 23304 6.40%
eggNOG 4978 18.77% 17907 3.86%
TreeFam 832 8.10% 3328 2.75%
Broccoli 0 0% 0 0%
SonicParanoid 0 0% 0 0%
ProtDC-This Study 15189 28.40% 76919 9.59%




