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Table S1 List of strains and plasmids used in this study
	Construct/strain
	Characteristic
	Source

	E. coli DH5𝛼
	supE44ΔlacU169 hsdR17 recA1 endA1 gyrA96 thi-1 relA1Φ80 dlacZΔM15
	Invitrogen

	E. coli TOP10
	mcrAΔ(mrrhsdRMSmcrBC)Φ80lacZΔM15ΔlacX74recA1araD139Δ( araleu)7697 galU galK rpsL (StrR) endA1 nupG
	Invitrogen

	E. coli BL21(DE3)
	F– ompT hsdSB(rB–, mB–) gal dcm (DE3)
	Novagen

	pET 28 (a) 
	5.3 kb expression vector; Kanr
	Novagen

	pBAD/ His C
	4.1 kb expression vector; Ampr, araBAD promoter
	Invitrogen

	pJSM1
	pBAD/His C vector containing 813 bp hipAXn2 toxin gene 
	Present study

	JSM1
	E. coli DH5α transformed with pBAD His C vector containing 813 bp hipAXn2 toxin gene 
	Present study

	pJSM2
	pET 28 (a) vector containing 408 bp hipBXn2 antitoxin gene 
	Present study

	JSM2
	E. coli DH5α transformed with pET 28 (a) vector containing 408 bp hipBXn2 antitoxin gene
	Present study

	pJSM3
	pBAD His (c) vector containing 1221 bp full hipBAXn2 operon 
	Present study

	JSM3
	E. coli DH5α transformed with pBAD His C vector containing 1221 bp full hipBAXn2 operon
	Present study

	JSM4
	E. coli TOP10 transformed with pBAD His (c) vector containing 813 bp hipAXn2 toxin gene 
	Present study

	JSM5
	E. coli TOP10 transformed with pBAD His (c) vector containing 1221 bp full hipBAXn2 operon 
	Present study

	pLacZ
	pGEMT-Easy containing the lacZ coding sequence 
	  [134] 

	pJSM6
	pLacZ vector containing 529 bp promoter of hipBAXn2 TA module fused to lacZ coding sequence
	Present study

	JSM6
	E. coli DH5α transformed with pLacZ vector containing 529 bp promoter of hipBAXn2 TA module fused to lacZ coding sequence
	Present study

	JSM7
	E. coli BL21(DE3) transformed with pET 28 (a) vector containing 408 bp hipBXn2 antitoxin gene 
	Present study

	pG8A/G8A
	pJSM1 with G8A of hipAXn2 / E. coli TOP10 transformed with pG8A vector
	Present study

	pS129A/S129A
	pJSM1 with S129A of hipAXn2 / E. coli TOP10 transformed with pS129A vector
	Present study

	pH164A/H164A
	pJSM1 with H164A of hipAXn2 / E. coli TOP10 transformed with pH164A vector
	Present study

	pN167A/N167A
	pJSM1 with N167A of hipAXn2 / E. coli TOP10 transformed with pN167A vector
	Present study

	pS169A/S169A
	pJSM1 with S169A of hipAXn2 / E. coli TOP10 transformed with pS169A vector
	Present study

	pD185A/D185A
	pJSM2 with D185A of hipAXn2 / E. coli TOP10 transformed with pD185A vector
	Present study

	pT220A/T220A
	pJSM2 with T220A of hipAXn2 / E. coli TOP10 transformed with pT220A vector
	Present study




















Table S2 List of primers used in this study
	S. No.
	Primer Name
	                         Sequence (5’ to 3’)

	1.
	Primer 1
	5’ AAAACTGCAGGTGAAGTGCTTTTTGATCAAATCC 3’

	2.
	Primer 2
	5’ CCCAAGCTTTTACAATTTTATTCGAAGCGAG 3’

	3.
	Primer 3
	5’ CCGCTCGAGATGAAAATCACTATAGCCATGTCG 3’

	4.
	Primer 4
	5’ AAAACTGCAGTTACAATTTTATTCGAAGCGAG 3’

	5.
	Primer 5
	5’ CGCGGATCCATGAAAATCACTATAGCCATGTCG 3’

	6.
	Primer 6
	5’ CCGCTCGAGTCATTGCATAACCTTATTTTTCG 3’

	7.
	Primer 7
	5’ CGGGGTACCCATAGTCGCCATTGTTAAGCATG 3’

	8.
	Primer 8
	5’ CGCGGATCCCAACATCCCTCCGTATTCCGTAACG 3’

	9.
	G8A F
	5’ CTATCTGGCCTAGTGCGCTAGCCACCTTTGA 3’

	10.
	G8A R
	5’ TCAAAGGTGGCTAGCGCACTAGGCCAGATAG 3’

	11.
	S129A F
	5’ CTCAAAAAATTCTGGACGCACGAAACGGACTTCAATTC 3’

	12.
	S129A R
	5’ GAATTGAAGTCCGTTTCGTGCGTCCAGAATTTTTTGAG 3’

	13.
	H164A F
	5’ CGTAATCATGATGATGCCACTAAAAACTGGTCC 3’

	14.
	H164A R
	5’ GGACCAGTTTTTAGTGGCATCATCATGATTACG 3’

	15.
	N167A F
	5’ GATGATCACACTAAAGCCTGGTCCTTTATGGT 3’

	16.
	N167A R
	5’ ACCATAAAGGACCAGGCTTTAGTGTGATCATC 3’

	17.
	S169A F
	5’ CACACTAAAAACTGGGCCTTTATGGTTGATGAC 3’

	18.
	S169A R
	5’ GTCATCAACCATAAAGGCCCAGTTTTTAGTGTG 3’

	19.
	D185A F
	5’ GCTCCGGCCTTTGCCGTGGCTTGGAGT 3’

	20.
	D185A R
	5’ ACTCCAAGCCACGGCAAAGGCCGGAGC 3’

	21.
	T220A F
	5’ AAGACTTACTATCGGTGGCCCAGCACATTTCTGG 3’

	22.
	T220A R
	5’ CCAGAAATGTGCTGGGCCACCGATAGTAAGTCTT 3’

	23.
	Primer 9
	5’ ACTTTAATTGAAGAGTTTGATCATGGC 3’

	24.
	Primer 10
	5’ CCTCTCAGACCAGCTAGGGATCGTCG 3’



