 Supplementary table-1: 118 genes considered of interest during evaluation.
	ACTN4
	ADCK4
	ANKFY1
	ANLN
	APOL1
	ARHGAP24
	ARHGDIA
	ARHGDIA
	CD2AP
	CDK20
	CFH
	COL4A3

	FAT1
	FN1
	GAPVD1
	GON7
	INF2
	ITGA3
	ITGB4
	ITSN1
	ITSN2
	KANK1
	KANK2
	KANK4

	NEU1
	NFKB2
	NPHS1
	NPHS2
	NUP107
	NUP133
	NUP160
	NUP205
	NUP93
	NXF5
	OCRL
	OSGEP

	TRPC6
	TTC21B
	WDR4
	WDR73
	WT1
	XPO5
	YRDC
	ARHDIA
	GPC5
	LMNA
	CD151
	ARHGA24

	COX3
	DAAM2
	G6PC1
	JAG1
	MTX2
	ND1
	ND4
	ND5
	ND6
	NUP37
	REN
	NARS2

	COL4A4
	COL4A5
	COL4A6
	COQ2
	COQ6
	COQ88
	CRB2
	CUBN
	DGKE
	DLC1
	EMP2
	FAN1

	KAT2B
	KIRREL1
	LAGE3
	LAMA5
	LAMB2
	LMX1B
	MAFB
	MAGI2
	MEFV
	MYH9
	MYO1E
	NEIL1

	PAX2
	PDSS2
	PLCE1
	PMM2
	PTPRO
	SCARB2
	SGPL1
	SMARCAL1
	TBC1D8B
	TNS2
	TP53RK
	TPRKB

	ZMPSTE24 
	ALG1
	OCRL1
	MTTL1
	SYNPO
	PODXL
	NUP85
	E2F3
	CLCN5
	CLCNKB
	COX1
	COX2

	SEC61A1
	SLC12A3
	SLC37A4
	TRNF
	TRNL1
	TRNQ
	TRNS1
	TRNS2
	TRNW
	VPS33A
	
	



