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Table S1. Optimal features in the MVI prediction radiomics model
	Radiomic feature
	Coefficient

	log_gldm_log-sigma-1-5-mm-3d-smalldependencelowgraylevelemphasis_AP
	-1.199

	wavelet_glszm_wavelet-hll-smallarealowgraylevelemphasis_AP
	-0.337

	log_glrlm_log-sigma-0-5-mm-3d-shortrunlowgraylevelemphasis_PVP
	-0.900

	original_shape_surfacevolumeratio_PVP
	0.065

	log_gldm_log-sigma-0-5-mm-3d-smalldependencelowgraylevelemphasis_PVP
	-0.348

	log_glrlm_log-sigma-0-5-mm-3d-longrunlowgraylevelemphasis_DP
	0.284


AP, arterial phase; PVP, portal venous phase; DP, delayed phase

Table S2. Optimal features in the HCC prognostic radiomics model
	Radiomic feature
	Coefficient

	boxsigmaimage_glcm_imc1_AP
	-0.397

	boxsigmaimage_glrlm_runvariance_AP
	0.141

	wavelet_firstorder_wavelet-lhh-skewness_AP
	0.299

	wavelet_firstorder_wavelet-hll-median_AP
	0.124

	wavelet_firstorder_wavelet-hlh-totalenergy_AP
	0.155

	wavelet_firstorder_wavelet-hhh-uniformity_AP
	0.253

	wavelet_glcm_wavelet-hll-differencevariance_PVP
	0.165

	wavelet_glrlm_wavelet-hhh-lowgraylevelrunemphasis_PVP
	0.138

	wavelet_glszm_wavelet-lhl-lowgraylevelzoneemphasis_PVP
	0.236

	wavelet_glszm_wavelet-lhl-smallarealowgraylevelemphasis_PVP
	0.316

	wavelet_glszm_wavelet-lhh-sizezonenonuniformitynormalized_PVP
	0.391

	wavelet_glszm_wavelet-hlh-smallareahighgraylevelemphasis_PVP
	0.264

	wavelet_glszm_wavelet-hlh-zoneentropy_DP
	0.028

	wavelet_glszm_wavelet-hhh-smallareaemphasis_DP
	0.250

	wavelet_gldm_wavelet-hhl-graylevelvariance_DP
	0.143

	specklenoise_firstorder_minimum_DP
	-8.894


AP, arterial phase; PVP, portal venous phase; DP, delayed phase
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Figure S1. Validation of radiomic scores in multiple clinical cohorts. (A) AUC of the MVI prediction Radscore for predicting MVI in the training cohort, validation cohort A and validation cohort B. (B) Kaplan-Meier plots show the prognostic value of prognostic Radscore for overall survival in the training cohort, validation cohort A and validation cohort B. 
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Figure S2: Dotplot showing upregulated and downregulated interactions among APOE+ macrophages, iCAFs and CD8+T cells.
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