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Supplementary figure 1: Survival status of patients in the experimental and control groups,
respectively, and immune checkpoint analysis. (A)Survival status of TCGA LIHC patients
(B)TCGA Patients with LIHC were divided into two high- and low-risk groups according to the
(C) Survival status of ICGC LIHC patients. (D) ICGC Patients

with LIHC were divided into two high- and low-risk groups according to the median value of the

median value of the risk score.
risk score (E) SQSTM1 immune checkpoint analysis.
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Supplementary figure 2: The difference of gene expression between tumor group and normal
group and the prediction of prognosis. Difference analysis: (A)ATG10, (B)BIRCS, (C)HDACI,
(D)SPNSI1, Prognostic analysis: (E)ATG10, (F)BIRCS, (G)HDACI, (H)SPNSI.
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Supplementary figure 3: OS Kaplan-Meier curves of autophagy related genes: (A)ATIC,
(B)CAPN10, (C)FKBPIB, (D)CAPDH, (E)PRKCD, (F)RHEB, (G)TMEM74.

Supplemental table s1. pifferential analysis of all genes

gene conMean treatMean logFC pValue fdr

TBK1 3.241288 4.590455 0.50207 2.65E-10 5.39E-10
CHMP2B 7.371213 9.876101 0.42204 1.91E-05 2.73E-05
CFLAR 2.675428 3.4309 0.358817 0.00011 0.000149
NBR1 13.67961 17.3217 0.340553 0.005153 0.006177
BNIP3 22.50361 25.23572 0.165311 0.25237 0.265312
GABARAPL1 29.29484 20.99723 -0.48045 8.06E-09 1.45E-08
VAMP7 10.89329 18.78679 0.786278 3.25E-11 7.16E-11
PPP1R15A 1555741 12.96852 -0.26259 6.77E-05 9.44E-05
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0.039723

0.002478

0.345627

5.18E-19

4.26E-24

1.05E-09

3.84E-08

1.26E-16

1.25E-11

3.66E-25

0.003327

5.18E-19

2.82E-15

0.011662

6.91E-06

1.25E-14

4.50E-08

7.20E-20

7.83E-11



RUBCN

MAPK3

PELP1

PTEN

MAPK8IP1

ATG4C

BCLZ2L1

CANX

CAPNS1

CTSD

KIF5B

BAG1

NPC1

ATG13

BNIP1

TP53INP2

EEF2K

CASP8

CDKN1A

PRKN

BAX

AMBRA1

BECN1

RACK1

BIRCS

PRKAR1A

WDR45B

RHEB

0.702311

3.657011

3.788194

5.55218

151634

2.131541

20.4155

60.54517

31.4329

272.8137

7.164565

5.270785

1411265

5.435218

1.864545

12.59506

1.693265

1.376885

50.49138

0.433081

7.321618

1.920238

3.103691

66.62575

0.250505

18.72622

9.908806

6.865925

1.462236

9.508188

7.723468

6.026167

2.149051

3.044659

34.11326

129.9874

67.47792

482.4807

13.38185

7.050046

3.746964

10.07108

3.503519

1580121

3.160031

2.831424

48.3062

0.811871

21.10099

3.655058

5.087718

132.2249

7.04958

27.63749

20.31989

15.94084

1.057994

1.378505

1.027739

0.118186

0.503107

0.514384

0.740668

1.102288

1.10214

0.822555

0.901326

0.419615

1.408733

0.889809

0.909981

0.327178

0.900131

1.040119

-0.06383

0.906614

1.527077

0.928609

0.713034

0.988842

4.814625

0.561567

1.03611

1.215202

1.65E-18

5.73E-26

5.19E-20

0.435589

0.31335

3.97E-09

2.90E-08

2.00E-21

5.81E-23

6.30E-10

1.39E-12

5.05E-05

1.77E-20

1.10E-25

4.57E-18

0.157807

1.50E-15

152E-15

0.572328

0.033572

7.52E-23

3.52E-19

4.76E-11

5.73E-18

2.35E-28

3.84E-06

4.09E-21

2.98E-25

6.76E-18

1.68E-24

2.66E-19

0.448723

0.326075

7.34E-09

5.00E-08

1.32E-20

5.42E-22

1.22E-09

3.45E-12

7.14E-05

9.80E-20

2.82E-24

1.84E-17

0.168492

4.65E-15

4.65E-15

0.583718

0.037814

6.42E-22

1.60E-18

1.03E-10

2.26E-17

4.82E-26

5.80E-06

2.62E-20

6.10E-24



SIRT?2 5.520819 8.401282 0.605727 1.19E-14 3.38E-14

Supplemental table S2. attachment values of 12 genes

Gene Coef

ATG10 0.289825
ATIC 0.214439
BIRC5 0.062231
CAPN10 0.049905
FKBP1A 0.126706
GAPDH 0.028357
HDAC1 0.234363
PRKCD 0.021467
RHEB 0.192527
SPNS1 0.212674
SQSTM1 0.097704

TMEM74 0.169838




