	Up-regulated
	
	Down-regulated

	Gene ID
	Gene Description
	Fold Change
	p-max value
	
	Gene ID
	Gene Description
	Fold Change
	p-max value

	
	kdney vs brain
	
	
	
	
	
	
	

	NDUFB10
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10
	2.041273
	1.10E-05
	
	TMEM186
	transmembrane protein 186
	-5.6254749
	4.36E-05

	NDUFA13
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 13
	1.8685353
	5.06E-05
	
	LYRM2
	LYR motif-containing protein 2
	-1.7346188
	0.0004321

	NDUFC2
	NADH dehydrogenase [ubiquinone] 1 subunit C2
	1.5857377
	0.000602913
	
	NDUFAF6
	NADH dehydrogenase (ubiquinone) complex I, assembly factor 6
	-1.6535359
	0.0005323

	NDUFAF4
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 4
	1.5835347
	0.011364164
	
	DMAC1
	distal membrane-arm assembly complex protein 1
	-1.455226
	0.0030925

	TIMMDC1
	Complex I assembly factor translocase of inner mitochondrial membrane domain containing 1
	1.5036683
	0.011143651
	
	ACAD9
	complex I assembly factor ACAD9, mitochondrial
	-1.4077659
	0.0083816

	NDUFA11
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 11
	1.2437107
	0.008342096
	
	NDUFB3
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 3
	-1.2660459
	0.0066245

	
	kidney vs ovary
	
	
	
	
	
	
	

	NDUFAF6
	NADH dehydrogenase (ubiquinone) complex I, assembly factor 6
	10.861591
	9.71E-20
	
	NDUFAF2
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex assembly factor 2
	-1.3226308
	0.0129705

	NDUFAF5
	arginine-hydroxylase, NADH:ubiquinone oxidoreductase complex assembly factor 5
	8.5142697
	8.01E-09
	
	ACAD9
	acyl-CoA dehydrogenase family member 9, complex I assembly factor 
	-1.2942978
	0.008955

	NDUFAF7
	protein arginine methyltransferase NADH:ubiquinone oxidoreductase complex assembly factor 7
	8.2973204
	4.86E-08
	
	
	
	
	

	NDUFA12
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 12
	3.3139566
	6.77E-12
	
	
	
	
	

	NDUFA7
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7
	3.2447376
	1.83E-11
	
	
	
	
	

	NDUFC1
	NADH dehydrogenase [ubiquinone] 1 subunit C1, mitochondrial
	2.7952666
	1.30E-09
	
	
	
	
	

	NDUFC2
	NADH dehydrogenase [ubiquinone] 1 subunit C2
	2.4761096
	4.91E-08
	
	
	
	
	

	NDUFB10
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 10
	2.1621964
	1.55E-06
	
	
	
	
	

	NDUFB9
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 9
	2.1606422
	1.80E-06
	
	
	
	
	

	NDUFB1

	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 1
	2.0323898
	1.18E-05
	
	
	
	
	

	
	kidney vs heart
	
	
	
	
	
	
	

	
	
	
	
	
	TMEM186
	transmembrane protein 186
	-5.7971661
	0.5056474

	
	
	
	
	
	ECSIT
	evolutionarily conserved signaling intermediate in Toll pathway, mitochondrial
	-3.1225167
	2.17E-08

	
	
	
	
	
	NDUFAF7
	protein arginine methyltransferase NADH:ubiquinone oxidoreductase complex assembly factor 7
	-2.9982794
	0.0715529

	
	
	
	
	
	DMAC1
	distal membrane arm assembly component 1
	-2.9677526
	2.88E-05

	
	
	
	
	
	NDUFA8
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 8
	-2.519872
	6.71E-07

	
	
	
	
	
	NDUFAF5
	arginine-hydroxylase, NADH:ubiquinone oxidoreductase complex assembly factor 5
	-2.4601685
	0.194109

	
	
	
	
	
	NDUFA7
	NADH dehydrogenase [ubiquinone] 1 alpha subcomplex subunit 7
	-2.3546651
	1.08E-05

	
	
	
	
	
	NDUFB8
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 8, mitochondrial
	-2.2541329
	8.80E-06

	
	
	
	
	
	NDUFB3
	NADH dehydrogenase [ubiquinone] 1 beta subcomplex subunit 3
	-2.2148725
	0.0001165

	
	
	
	
	
	TMEM126A

	complex I assembly factor transmembrane protein 126B
	-1.8803222

	0.0107979




Table 1a: The top 10 up-regulated and down-regulated DEGs in tissue wise comparisons.

