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Fig.1 Confusion matrices comparison before and after optimization using occlusion, sorted
by precision. (A) Confusion matrix of neural network trained using all genes. (B) Confusion matrix
obtained after selecting top 33% genes with highest mean occlusion score in all classes and
trained new neural network. After optimization, the new neural network has better performance
with fewer genes. The only difference between the two is the adjustment in input layer as the size
of input has drastically shortened.



