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Supplementary figure legends
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Fig. S1 Phylogenetic tree showing the relationship between strain FIM95-F1 and 19 representative species of the genus Streptomyces based on 31 house-keeping genes sequences (dnaG, frr, infC, nusA, pgk, pyrG, rplA, rplB,rplC, rplD, rplE, rplF, rplK, rplL, rplM, rplN, rplP, rplS, rplT, rpmA, rpoB, rpsB, rpsC,rpsE, rpsI, rpsJ, rpsK, rpsM, rpsS, smpB, tsf)
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Fig.S2 Graphical comparison of the scopafungin biosynthetic gene cluster (spf) and the niphimycin biosynthetic gene cluster (npm) 
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Fig. S3 Proposed model for secondary metabolite biosynthesis shown in cluster 26. 
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Fig. S4 Proposed model for secondary metabolite biosynthesis shown in cluster 32. 
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