Table 3. Expression profiles of same and differentially expressed genes (DEGs) encoding transcription factors (TFs) in Green peel fig dormant branch by 60Co γ-ray radiation mutagenesis
	TFs name 
	No. of TFs
	Upregulate
	Downregulate
	No.  of TFs
	Upregulate
	Downregulate
	No.  of TFs
	Upregulate
	Downregulate
	No.  of TFs
	Upregulate
	Downregulate
	No.  of TFs
	Upregulate
	Downregulate
	Biological functions

	
	3 h vs. 0 h
	6 h vs. 0 h
	12 h vs. 0 h
	24 h vs. 0 h
	48 h vs. 0 h
	

	MYB
	26
	13
	13
	29
	15
	14
	26
	15
	11
	12
	8
	4
	12
	6
	6
	Cell development, anthocyanin pathway

	WRKY
	25
	22
	3
	31
	28
	3
	26
	26
	0
	22
	22
	0
	11
	10
	1
	Defense responses

	AP2/ERF
	24
	13
	11
	31
	20
	11
	26
	18
	8
	10
	10
	0
	13
	9
	4
	Plant development, stress response

	bHLH
	15
	4
	11
	20
	8
	12
	12
	9
	3
	4
	4
	0
	10
	7
	3
	Plant development, substance metabolism

	HSF
	5
	4
	1
	8
	7
	1
	5
	4
	1
	4
	2
	2
	5
	2
	3
	Plant development, stress response

	bZIP
	3
	2
	1
	5
	5
	0
	7
	5
	2
	2
	2
	0
	1
	1
	0
	Photomorphogenic, fruit ripening

	E2F
	2
	2
	0
	3
	3
	0
	3
	3
	0
	1
	1
	0
	－
	－
	－
	Cell regulation, apoptosis

	OFP
	2
	0
	2
	3
	0
	3
	1
	0
	1
	－
	－
	－
	2
	1
	1
	Fruit development, DNA repair

	NAC
	－
	－
	－
	－
	－－
	－
	1
	1
	0
	－
	－
	－
	－
	－
	－
	Fruit development, plant stress response

	Others
	56
	21
	35
	69
	28
	41
	29
	19
	10
	13
	10
	3
	19
	13
	6
	

	Total
	158
	81
	77
	199
	114
	85
	135
	99
	36
	68
	59
	9
	109
	68
	41
	



* P-adjust value ≤ 0.01 and |log2 FC| ≥ 2 as the threshold. 


