Supplementary table 1: bioinformatic tools used in RNAseq analyses

	Software
	Version

	[bookmark: _GoBack]nf-core/rnaseq 
	v1.4.2

	Nextflow
	v20.01.0

	FastQC
	v0.11.8

	Cutadapt 
	v2.5

	Trim Galore!
	v0.6.4

	SortMeRNA
	v2.1b

	STAR
	vSTAR_2.6.1d

	HISAT2
	v2.1.0

	Picard MarkDuplicates
	v2.21.1

	Samtools
	v1.9

	featureCounts
	v1.6.4

	Salmon
	v0.14.1

	StringTie
	v2.0

	Preseq
	v2.0.3

	deepTools
	v3.3.1

	RSeQC
	v3.0.1

	dupRadar
	v1.14.0

	edgeR
	v3.26.5

	Qualimap
	v2.2.2-dev

	MultiQC
	v1.7



