Supplementary Figure 1 Heatmap of log2(FC) of genes differentially regulated miRNA.
Log2(FC) of DEG enconding miRNA in conditions CTRL-CD14, LPSS-NONE, LPSR_NONE, LPSS-CD14 and LPSR-CD14 compared to the CTRL-NONE samples are represented.

Supplementary Figure 2: Volvano plot and ReactomePA analysis of DEG between LPSR-NONE and LPSS-NONE conditions.
The log2(FC) and p-values for DEG between LPSS-CD14 and LPSS-NONE conditions are represented as a volcano plot. Red and blue dots indicates genes overexpressed and under-expressed, respectively. Purple and green dots indicate lncRNA and miRNA, respectively.

Supplementary Figure 3: KEGG Cytokine-cytokine receptor interaction genes differentially expressed between LPSS-CD14 and LPSS-NONE conditions.
Boxes corresponding to genes differentially regulated are colored depending of the log2(FC) value as indicated by the scale.

Supplementary Figure 4: KEGG Toll-like receptor signaling pathway genes differentially expressed between LPSS-CD14 and LPSS-NONE conditions.
Boxes corresponding to genes differentially regulated are colored depending of the log2(FC) value as indicated by the scale.

Supplementary Figure 5: Expression of Nrf2-pathway genes in the different conditions tested
Expression of Nrf2-pathway genes in the different conditions tested are represented, as well as a heatmap representing the log2(FC) of genes belonging to the Nrf2 pathway.

Supplementary Figure 6: Alignement of the bovine lncRNA ENSBTAT00000082732 transcript (ENSBTAG00000054337 locus) with the human MIR99AHG gene
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