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Fig. S1 The rarefaction curve of the V4 (A) and V9 (B) observed species number with 97% identity threshold. The saturation of curve indicates that the diversity of sequences number in the present study was mostly covered by the V4 and V9 sequences.
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Table S1. Alpha diversity indices for Chao1, Shannon diversity, inverse Simpson, and Good’s coverage in V4 and V9 region datasets. 
	Sample
	Chao1
	Shannon diversity
	Simpson
	Goods_coverage

	CHV4_I
	79.961
	2.96375
	0.762633
	0.997091

	CHV4_II
	95.4602
	5.32476
	0.954369
	0.999039

	CHV4_III
	74.1243
	5.16555
	0.957796
	0.999584

	CHV9_I
	49.51
	1.89998
	0.495379
	0.99986

	CHV9_II
	76.1498
	1.3427
	0.270325
	0.999684

	CHV9_III
	73.0333
	2.82556
	0.722198
	0.999947
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