Figure S1. The protein expression of FOXO1 in LUAU. 111 cases of LUAU and para-carcinoma tissues were analysed based on normalised data from the Clinical Proteomic Tumor Analysis Consortium (CPTAC).

Figure S2. Association between the FOXO1 expression and Lung cancer patients’ prognosis. The analysis was based on normalised data from the Kaplan‐Meier plotter.

Figure S3. Inconsistent mRNA expression of FOXO1 in pan-cancer. 
(A) The expression level of FOXO1 from the Oncomine database in 20 types of tumour tissues and corresponding normal tissues. The p-value is 0.001, the fold change is 1.5, and the gene ranking is all. (B) The expression level of FOXO1 from the TIMER database in 34 types of tumour tissues and corresponding normal tissues. The red and blue boxes represent tumour tissues and normal tissues, respectively. The grey background means FOXO1 differs significantly. (C) The FOXO1 protein expression level in normal tissues and primary tissues was examined using the CPTAC dataset. ∗p < 0.05.
