[image: ]SFig1.Expression and prognosis of Hsa-miR-3192 and hsa-miR-320c in hepatocellular carcinoma tissues




Supplementary Table 1. High expression DEMs
	miRNA_ID_LIST
	LogFC
	Expression in HCC patients

	hsa-miR-4480
	2.01
	5.61(3.94~6.60)

	hsa-miR-518d-3p
	2.09
	3.53(0.59~4.73)

	hsa-miR-4789-5p
	2.01
	3.47(0.06~4.60)

	hsa-miR-6864-3p
	2.03
	3.05(0.27~4.48)

	hsa-miR-17-5p
	2.03
	3.32(0.40~4.54)

	hsa-miR-4434
	2.23
	3.29(-0.10~4.86)

	hsa-miR-19b-3p
	2.12
	3.47(0.63~4.67)

	hsa-miR-107
	2.22
	4.04(1.72~5.71)

	hsa-miR-3978
	2.15
	3.21(-0.10~4.57)

	hsa-miR-1246
	3.09
	8.41(5.55~10.15)

	hsa-miR-6073
	2.6
	5.50(2.14~6.61)

	hsa-miR-29b-2-5p
	2.24
	3.26(0.09~4.79)

	hsa-miR-4757-5p
	2.4
	4.07(2.44~5.06)

	hsa-miR-298
	2.05
	3.45(0.63~3.45)

	hsa-miR-4295
	2.35
	3.02(-0.16~4.53)

	hsa-miR-222-3p
	2.22
	3.48(0.56~4.54)

	hsa-miR-26a-5p
	2.5
	3.90(0.66~5.11)

	hsa-miR-31-5p
	2.21
	3.29(0.84~4.59)

	hsa-miR-4650-3p
	2.3
	3.09(-0.009~4.56)

	hsa-miR-23b-3p
	2.05
	5.95(4.19~7.68)

	hsa-miR-4439
	2.01
	4.74(3.30~5.55)

	hsa-miR-29b-1-5p
	2.79
	3.57(-0.31~5.37)

	hsa-miR-4633-5p
	2.11
	4.08(2.48~5.00)

	hsa-miR-103a-3p
	2.62
	4.07(0.58~5.81)

	hsa-miR-24-1-5p
	2.5
	3.88(2.08~4.93)

	hsa-miR-524-5p
	2.29
	3.67(0.70~4.92)

	hsa-miR-130a-3p
	2.47
	3.33(-0.06~4.73)

	hsa-miR-520h
	2.35
	3.51(1.03~4.65)

	hsa-miR-27b-3p
	2.43
	3.72(0.58~4.87)

	hsa-miR-3192-5p
	2.41
	3.07(-0.48~4.80)

	hsa-let-7d-5p
	2.7
	3.50(0.22~4.95)

	hsa-miR-28-5p
	2.31
	3.80(2.08~4.82)

	hsa-miR-191-5p
	2.98
	6.47(4.27~7.56)

	hsa-miR-124-3p
	2.46
	4.97(3.04~6.04)

	hsa-miR-29b-3p
	2.79
	5.16(3.67~6.14)

	hsa-miR-451a
	2.74
	7.62(5.25~9.16)

	hsa-miR-586
	2.85
	3.23(0.06~4.61)

	hsa-miR-122-5p
	2.7
	5.38(2.56~6.99)

	hsa-let-7c-5p
	2.76
	3.24(0.06~4.78)

	hsa-miR-520f-5p
	2.27
	4.63(3.41~5.52)

	hsa-miR-100-5p
	2.67
	3.19(-0.18~4.72)

	hsa-let-7a-5p
	2.84
	3.77(1.67~4.89)

	hsa-miR-99a-5p
	2.87
	3.87(1.81~5.12)

	hsa-miR-6839-5p
	2.02
	5.36(4.54~6.01)

	hsa-miR-140-3p
	2.99
	3.57(-0.06~4.95)

	hsa-miR-519d-5p
	2.49
	4.96(3.85~5.56)

	hsa-miR-320e
	3.83
	5.57(4.60~6.36)

	hsa-miR-16-5p
	3.82
	5.14(4.14~5.80)

	hsa-miR-320d
	3.64
	5.64(4.82~6.33)

	[bookmark: OLE_LINK1]hsa-miR-17-3p
	3.46
	5.89(5.11~6.55)

	hsa-miR-320c
	2.93
	6.06(5.31~6.47)

	hsa-miR-1290
	4.66
	9.59(8.77~10.17)

	hsa-miR-221-3p
	3.94
	5.96(5.41~6.51)

	hsa-miR-320b
	2.68
	6.65(6.22~7.15)

	hsa-miR-195-5p
	4.77
	4.98(4.27~5.72)

	hsa-miR-5100
	3.08
	13.61(12.82~14.12)


Note.DEMs:differentially expressed miRNAs; HCC:Hepatocellular Carcinoma.



Supplementary Table 2. MiRNAs with the Top 30 Diagnostic Capabilities in Training Set
	Viariable
	AUC(95%CI)
	Sensitivity(%)
	Specificity(%)

	hsa-miR-5100
	0.948（0.929-0.963）
	93.10
	88.72

	hsa-miR-221-3p
	0.947（0.928-0.962）
	90.80
	86.81

	hsa-miR-1290
	0.894（0.869-0.915）
	93.10
	84.72

	hsa-miR-320b
	0.916(0.893-0.934)
	95.40
	74.65

	hsa-miR-195-5p
	0.933(0.913-0.950)
	90.23
	88.37

	hsa-miR-320c
	0.907(0.884-0.926)
	90.23
	78.30

	hsa-miR-17-3p
	0.905（0.882-0.925）
	89.66
	82.64

	hsa-miR-320d
	0.885(0.860-0.907)
	88.51
	78.47

	hsa-miR-16-5p
	0.817（0.788-0.844）
	90.23
	71.18

	hsa-miR-320e
	0.864（0.837-0.887）
	82.18
	80.03

	hsa-miR-519d-5p
	0.832(0.803-0.858)
	79.31
	78.82

	hsa-miR-451a
	0.719（0.686-0.751）
	73.56
	61.63

	hsa-miR-6839
	0.794(0.763-0.822)
	79.31
	78.47

	hsa-miR-99a-5p
	0.761(0.729-0.791)
	68.39
	75.87

	hsa-miR-140-3p
	0.751(0.718-0.781)
	56.90
	82.29

	hsa-let-7a-5p
	0.713(0.679-0.745)
	79.89
	61.11

	hsa-miR-124-3p
	0.779(0.748-0.809)
	74.14
	69.79

	hsa-miR-520f-5p
	0.781（0.749-0.810）
	66.09
	84.03

	hsa-miR-28-5p
	0.745(0.712-0.775)
	74.71
	68.75

	hsa-miR-24-1-5p
	0.764(0.732-0.794)
	69.54
	74.48

	hsa-miR-4757-5p
	0.714(0.680-0.746)
	71.26
	69.44

	hsa-miR-122-5p
	0.714（0.680-0.746）
	59.20
	78.65

	hsa-miR-100-5p
	0.730(0.697-0.762)
	53.45
	79.34

	hsa-miR-586
	0.739(0.706-0.770)
	98.85
	41.32

	hsa-miR-29b-3p
	0.746(0.714-0.777)
	78.16
	67.01

	hsa-miR-520h
	0.728（0.695-0.760）
	65.52
	73.78

	hsa-miR-31-5p
	0.723（0.689-0.754）
	67.82
	70.66

	hsa-miR-4295
	0.714(0.680-0.746)
	98.85
	36.11

	hsa-miR-3192-5p
	0.731（0.698-0.763）
	49.43
	90.62

	hsa-miR-524-5p
	0.734(0.701-0.765)
	64.94
	74.65
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