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Lactobacillus iners

Bacillus subtilis

Listeria monocytogenes

Enterococcus faecalis

Limosilactobacillus fermentum

Streptococcus anginosus
| Baderoidesuniforms

Uregplasma parvum

Megasphaera sp. UPIl 199-6
Bifidobacterium longum

Ralstonia pickettii
Sphingobium yanoikuyae

Prevotella oralis
Lactobacillus jensenii
| Wilonelaatypica
.| | Stenotrophomonas maltophila
Anaerococcus octavius
| Aloscardovig ormnicolens
Phocaeicola vulgatus
Fusobacterium nucleatum
| Prewtelangrescers
Carmpylobacter ureolyticus
| Faccalibadteriumprausnitzii
Ureaplasma urealyticum
Alistipes finegoldli
Parabacteroides merdae

Streptococcus oralis

Megasphaera genomosp. type 2

Lactobacillus crispatus

Anaerococcus prevotii
| [Eubacterim]recidle
| Streptocoocus parasanguinis

Cutibacterium acnes

Corynebacterium kroppenstedti
| Anaerococcus urinomassiliensis

Lactobacillus vaginalis

Veillonella dispar
. Baceroidesthetaiotaomicron

Fenollaria massiliensis
Cutibacterium granulosum
Prevotella melaninogenica

Anaerococcus lactolyticus
Veillonella parvula

Dialister invisus
Corynebacterium singulare
Aerococcus christensenii
Cutibacterium avidum
| Moblncuscurtisi
| Bacteroidestragils
Atopobium deltae
Porphyromonas somerae
Pseudoglutamicibacter albus
Prevotella intermedia
Moraxella osloensis
Murdochiella vaginalis
Staphylococcus lugaunensis
Schaalia radingae
Bifidobacterium adolescentis
Sneathia amnii
Limosilactobacillus oris
Criibacterium bergeronii
Porphyromonas bennonis
Streptococcus salivarius
Atopobium minutum
Blautia obeum
Lactobacillus reuteri
Corynebacterium accolens
Varibaculum cambriense
Staphylococcus haemolyticus
Winkia neuii
Lactobacillus kitasatonis
Fannyhessea vaginae
Staphylococcus simulans
Lactobacillus amylovorus
Corynebacterium aurimucosum
Corynebacterium jeikeium
Veillonella montpellierensis
Anaerococcus tetradius
Peptostreptococcus anaerobius
Dialister micraerophilus
Prevotella amnii
Prevotella bivia
Corynebacterium amycolatum
Prevotella disiens
Gardnerella vaginalis
Lactobacillus gasseri
Escherichia coli
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Lactobacillus crispatus
Limosilactobacillus sp. c9Ua 26M
Lactobacillus vaginalis
Lactobacillus gasseri
Prevotella timonensis
Lactobacillus coleohominis
Lactobacillus reuteri
Peptoniphilus harei
Anaerococcus prevotii
Cutibacterium avidum
Varibaculum cambriense
Phocaeicola vulgatus
Anaerococcus octavius
Propionimicrobium lymphophilum
Xanthomonas campestris
Corynebacterium striatum
Staphylococcus lugdunensis
Odoribacter splanchnicus
Campylobacter hominis
Negativicoccus succinicivorans
Peptococcus niger
Bifidobacterium adolescentis
Mageeibacillus indolicus
Murdochiella vaginalis
Mobiluncus curtisii
Lactobacillus amylovorus
Schaalia radingae
Cutibacterium granulosum
Bacillus cereus
Bradyrhizobium japonicum
Parvimonas sp. KAO0067
Streptococcus thermophilus
Staphylococcus aureus
Schaalia turicensis
Solobacterium moorei
Prevotella shahii

Slackia exigua

Dermabacter vaginalis
Megasphaera micronuciformis
Alloscardovia omnicolens
Staphylococcus haemolyticus
Streptococcus oralis

Gemella haemolysans
Fusobacterium nucleatum
Prevotella nigrescens
Ureaplasma urealyticum
Prevotella denticola
Corynebacterium singulare
Corynebacterium pseudogenitalium
Prevotella histicola
Streptococcus infantis
Dialister invisus

Prevotella copri

Prevotella intermedia
Prevotella veroralis
Pseudomonas aeruginosa
Anaerococcus urinomassiliensis
Actinomyces graevenitzii
Streptococcus sanguinis
Sneathia amnii

Moraxella osloensis

Bacillus subtilis
Pseudomonas oleovorans
Listeria monocytogenes
Staphylococcus hominis
Enterococcus faecalis
Veillonella atypica
Streptococcus salivarius
Massilia timonae

Veillonella dispar

Veillonella parvula
Corynebacterium glucuronolyticum
Prevotella amnii
Limosilactobacillus fermentum
Prevotella oris

Clostridiales bacterium KA00274
Anaerococcus tetradius
Prevotella colorans
Acinetobacter johnsonii
Haemophilus haemolyticus
Staphylococcus warneri
Haemophilus influenzae
Prevotella melaninogenica
Veillonella montpellierensis
Aerococcus christensenii
Herbaspirillum seropedicae
Stenotrophomonas maltophilia
Rothia mucilaginosa
Pseudomonas putida
Escherichia coli
Staphylococcus capitis
Fannyhessea vaginae
Corynebacterium pyruviciproducens
Neisseria mucosa
Corynebacterium accolens
Haemoaphilus parainfluenzae
Atopobium minutum
Atopobium deltae
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Tree Roary matrix
(62 strains) (8518 gene clusters)
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