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	Sample names*
	Clean reads
	Error rate (%)
	Q20 (%)
	Q30 (%)
	GC content (%)

	cir1
	81593166
	0.03
	97.73
	93.49
	45.55

	cir2
	85612374
	0.03
	97.42
	92.77
	42.95

	cir3
	89449454
	0.03
	97.64
	93.23
	45.02

	cir4
	90008260
	0.03
	97.33
	92.6
	44.9

	non_cir1
	82453994
	0.03
	97.53
	92.99
	43.64

	non_cir2
	80608492
	0.03
	97.85
	93.77
	44.71

	non_cir3
	85140056
	0.03
	96.9
	91.71
	44.92

	non_cir4
	81665290
	0.03
	97.59
	93.19
	43.31

	non_cir5
	79821750
	0.03
	97.61
	93.23
	44.95

	non_cir6
	92762500
	0.03
	97.47
	92.81
	42.83

	non_cir7
	82578490
	0.03
	97.93
	93.95
	43.44


*The samples named non_cir1-non_cir7 came from isolated primary LSECs in patients without liver cirrhosis, and the samples named cir1-cir4 came from isolated primary LSECs in patients with liver cirrhosis.
