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Supplementary Fig.1 Expression profile and gene enrichment analysis of pericyte subpopulation markers. 
(A) Expression of biomarkers used for all cell annotation in single-cell data. (B) Histological type, grade and molecular pathology information of each sample. 
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Supplementary Fig.2 Chromosome copy number variation analysis and expression profile of pericyte subpopulation markers
(A) Chromosome copy number variation analysis of InferCNV performed on tumor cells (bottom) with non-tumor cells as control (top). (B) Expression of markers for each subpopulation of pericytes.
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Supplementary Fig.3 The diversity function of pericyte subpopulations
(A) Co-expression of PTPRZ1 and RGS5 in pericytes. (B) Prediction of the bicellular ratio of pericytes. (C) Analysis of chromosomal copy number variation of PC2 using pericyte subtypes (bottom), other than PC2 as a control (top). (D) Developmental and injury-responsive gene sets scored in each subtype of pericytes. (E) Proposed time series analysis of pericyte subpopulations. (F) Heat map showing the correlation between gene expression profiles of human and murine pericytes.
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Supplementary Fig.4 Expression characteristics of MMP9 in glioma
(A) Heat map showing the most active transcription factors in pericytes. (B) Expression of biomarkers used for all cell annotation in glioma peti-tumor single cell data. (C) Bubble plot showing that MMP9 was mainly expressed on pericytes. (D) IVY database analysis of the spatial location of MMP9 expression in the vascular zone. (E) Box plot showing MMP9 expression in GBM and normal brain tissues. 
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Supplementary Fig.5 Clinical prognostic characteristics of MMP9+ PC
(A) Univariate Cox regression analysis of clinical characteristics, molecular information and MMP9+ PC in the TCGA GBM database. (B) Multivariate Cox regression analysis of prognostic significance factors in (A). (C) KM survival analysis of MMP9+ PC in the TCGA GBM database.
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TCGA GBM Univariate Cox Hazard Analysis
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