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Figure. S1. Melting temperatures of the VfTA. 
  



  

Figure. S2. Docking results of (−)-menthone (bule) and S-MBA (green) with VfTA. 
Structure of VfTA with monomers A and B, is shown in white and palecyan, respectively. 
The catalytic K285-PLP covalent complex is highlighted in red. 
  



  

Figure.S3. Interactions between residues (white) around the (−)-menthone (bule) and 
S-MBA (orange). 

  



 

Figure. S4. Kinetic curves of inhibition of VfTA towards S-MBA and acetophenone. 
(A) Kinetic curve for VfTA towards substrate S-MBA; (B) Kinetic curve for VfTA 
towards acetophenone. 

  



 

Figure. S5. Kinetic curves of VfTA towards substrate and amino donor. 
(A) Kinetic curve of VfTA towards substrate (−)-menthone; (B) Kinetic curve of VfTA 

towards amino donor S-MBA.  
  



 

Figure. S6. 1H NMR of the (+)-N-Boc-neomenthylamine. 

 
 


