Supplementary Table 2: GO and KEGG pathway analysis

	Category
	Term
	Count
	%
	PValue
	Genes

	BP
	GO:0006954~inflammatory response
	9
	40.90909
	6.42E-09
	IL6, CXCL8, IL1B, STAT3, AKT1, TNF, TLR4, CD44, KNG1

	BP
	GO:0006955~immune response
	8
	36.36364
	5.81E-07
	CD4, CXCL8, CTSL, CD8A, IL1B, HLA-A, TNF, TLR4

	BP
	GO:0010628~positive regulation of gene expression
	8
	36.36364
	7.69E-07
	IL6, CXCL8, IL1B, STAT3, AKT1, TNF, TLR4, VEGFA

	BP
	GO:0045893~positive regulation of transcription, DNA-templated
	8
	36.36364
	7.03E-06
	IL6, CD4, STAT1, IL1B, STAT3, AKT1, TNF, ACTB

	BP
	GO:0045944~positive regulation of transcription from RNA polymerase II promoter
	8
	36.36364
	0.000193
	IL6, STAT1, IL1B, STAT3, AKT1, TNF, TLR4, VEGFA

	BP
	GO:0019221~cytokine-mediated signaling pathway
	6
	27.27273
	6E-07
	IL6, STAT1, IL1B, STAT3, AKT1, CD44

	BP
	GO:0070374~positive regulation of ERK1 and ERK2 cascade
	6
	27.27273
	3.88E-06
	CD4, PTPRC, TNF, TLR4, CD44, VEGFA

	BP
	GO:0010629~negative regulation of gene expression
	6
	27.27273
	1.67E-05
	ACE, CXCL8, STAT3, AKT1, TNF, VEGFA

	BP
	GO:0008284~positive regulation of cell proliferation
	6
	27.27273
	0.000258
	DPP4, IL6, IL1B, AKT1, ACTB, VEGFA

	BP
	GO:0007165~signal transduction
	6
	27.27273
	0.01026
	CD4, CXCL8, STAT1, IL1B, STAT3, AKT1

	CC
	GO:0005886~plasma membrane
	16
	72.72727
	8.84E-06
	ACE, STAT3, HLA-A, TNF, KNG1, ACTB, DPP4, ACE2, CD4, PTPRC, CTSL, CD8A, AKT1, GAPDH, TLR4, CD44

	CC
	GO:0005576~extracellular region
	12
	54.54545
	1.95E-06
	DPP4, ACE2, IL6, ACE, CXCL8, CTSL, CD8A, IL1B, ALB, TNF, KNG1, VEGFA

	CC
	GO:0005615~extracellular space
	11
	50
	7.41E-06
	ACE2, IL6, ACE, CXCL8, CTSL, IL1B, ALB, TNF, KNG1, ACTB, VEGFA

	CC
	GO:0070062~extracellular exosome
	11
	50
	2.49E-05
	DPP4, ACE2, ACE, PTPRC, CTSL, ALB, HLA-A, GAPDH, CD44, KNG1, ACTB

	CC
	GO:0016020~membrane
	10
	45.45455
	0.000506
	DPP4, ACE2, CD4, ACE, PTPRC, HLA-A, TNF, GAPDH, ACTB, VEGFA

	CC
	GO:0009986~cell surface
	8
	36.36364
	2.19E-06
	DPP4, ACE2, PTPRC, HLA-A, TNF, TLR4, CD44, VEGFA

	CC
	GO:0005887~integral component of plasma membrane
	7
	31.81818
	0.003274
	CD4, PTPRC, CD8A, HLA-A, TNF, TLR4, CD44

	CC
	GO:0009897~external side of plasma membrane
	6
	27.27273
	8.13E-05
	CD4, ACE, PTPRC, CD8A, TNF, TLR4

	CC
	GO:0045121~membrane raft
	5
	22.72727
	0.000112
	DPP4, ACE2, CD4, PTPRC, TNF

	CC
	GO:0005788~endoplasmic reticulum lumen
	5
	22.72727
	0.00024
	ACE2, IL6, CD4, ALB, KNG1

	MF
	GO:0005515~protein binding
	21
	95.45455
	0.002291
	CXCL8, STAT1, STAT3, HLA-A, TNF, KNG1, ACTB, VEGFA, DPP4, ACE2, IL6, CD4, PTPRC, CTSL, CD8A, IL1B, ALB, AKT1, GAPDH, TLR4, CD44

	MF
	GO:0042802~identical protein binding
	12
	54.54545
	5.13E-07
	DPP4, ACE2, CD4, STAT1, ALB, STAT3, AKT1, TNF, GAPDH, TLR4, ACTB, VEGFA

	MF
	GO:0005102~receptor binding
	6
	27.27273
	6.21E-05
	DPP4, PTPRC, STAT3, HLA-A, TLR4, KNG1

	MF
	GO:0042803~protein homodimerization activity
	6
	27.27273
	0.000946
	DPP4, CD4, STAT1, STAT3, AKT1, VEGFA

	MF
	GO:0019901~protein kinase binding
	5
	22.72727
	0.002214
	CD4, PTPRC, STAT3, AKT1, ACTB

	MF
	GO:0008270~zinc ion binding
	5
	22.72727
	0.014663
	ACE2, CD4, ACE, ALB, KNG1

	MF
	GO:0008201~heparin binding
	4
	18.18182
	0.000946
	CXCL8, PTPRC, KNG1, VEGFA

	MF
	GO:0005125~cytokine activity
	4
	18.18182
	0.001216
	IL6, IL1B, TNF, VEGFA

	MF
	GO:0001618~virus receptor activity
	3
	13.63636
	0.003219
	DPP4, ACE2, CD4

	MF
	GO:0004888~transmembrane signaling receptor activity
	3
	13.63636
	0.018602
	CD4, TLR4, CD44

	KEGG
	hsa05135:Yersinia infection
	9
	40.90909
	8.74E-10
	IL6, CD4, CXCL8, CD8A, IL1B, AKT1, TNF, TLR4, ACTB

	KEGG
	hsa05171:Coronavirus disease - COVID-19
	9
	40.90909
	5.62E-08
	ACE2, IL6, ACE, CXCL8, STAT1, IL1B, STAT3, TNF, TLR4

	KEGG
	hsa05132:Salmonella infection
	9
	40.90909
	9.73E-08
	IL6, CXCL8, PTPRC, IL1B, AKT1, TNF, GAPDH, TLR4, ACTB

	KEGG
	hsa04933:AGE-RAGE signaling pathway in diabetic complications
	8
	36.36364
	3.4E-09
	IL6, CXCL8, STAT1, IL1B, STAT3, AKT1, TNF, VEGFA

	KEGG
	hsa05142:Chagas disease
	8
	36.36364
	3.92E-09
	IL6, ACE, CXCL8, IL1B, AKT1, TNF, TLR4, KNG1

	KEGG
	hsa05164:Influenza A
	8
	36.36364
	1.43E-07
	IL6, CXCL8, STAT1, IL1B, AKT1, TNF, TLR4, ACTB

	KEGG
	hsa05205:Proteoglycans in cancer
	8
	36.36364
	4.93E-07
	CTSL, STAT3, AKT1, TNF, TLR4, CD44, ACTB, VEGFA

	KEGG
	hsa05163:Human cytomegalovirus infection
	8
	36.36364
	9.27E-07
	IL6, CXCL8, IL1B, STAT3, AKT1, HLA-A, TNF, VEGFA

	KEGG
	hsa05323:Rheumatoid arthritis
	7
	31.81818
	8.83E-08
	IL6, CXCL8, CTSL, IL1B, TNF, TLR4, VEGFA

	KEGG
	hsa04620:Toll-like receptor signaling pathway
	7
	31.81818
	1.73E-07
	IL6, CXCL8, STAT1, IL1B, AKT1, TNF, TLR4



