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fibrinolytic enzyme [Enchytraeus japonensis]
Sequence ID: BAL43185.1 Length: 270 Number of Matches: 1

Range 1: 33 to 269 GenPept Graphics
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Chain A, Earthworm Fibrinolytic Enzyme [Eisenia fetida]
Sequence ID: IM9U_A Length: 241 Number of Matches: 1
See 2 more title(s) v See all Identical Proteins(IPG)

Range 1: 1 to 240 GenPept Graphics
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Extended figure 14
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Extended figure 15
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Extended figure 16
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Extended figure 17



