
	References
	# of subjects
	#of infant samples
	# of infant stool
	Terma
	Feeding Modeb
	Delivery Modec
	Genderd
	# of NECe cases
	Geographical location
	Time-framef
	Sequencing 
Platform
	# of infant with antibiotics history

	Bäckhed et al., 2015
	100
	300
	300
	F:100
	F:84;
M:14; NA:2
	V:83; C:15; NA:2
	F:54; M:44; NA:2
	NA
	Sweden: Gothenburg
	0-409
	Illumina HiSeq 2000
	34

	Raveh-Sadka et al., 2015
	12
	60
	60
	P:12
	B:3; M:7; NA:2
	V:4; C:6; NA:2
	NA
	5
	USA: Pittsburgh, PA
	9-70
	Illumina HiSeq 2000, Illumina HiSeq 2500
	11

	Raveh-Sadka et al., 2016
	11
	158
	158
	P:11
	B:3; F:2; M:6
	V:4; C:7
	F:7; M:4
	4
	USA: Pittsburgh, PA
	0-100
	Illumina HiSeq 2500, NextSeq 500
	10

	Gibson et al., 2016
	84
	399
	399
	P:84
	B:84
	V:33; C:51
	F: 49; M:35
	3
	USA: Saint Louis, MO
	6.1-157.7
	Illumina HiSeq 2000
	39

	Ward et al., 2016
	166
	405
	405
	F:21; P:145
	B:103
	V:70; C:96
	NA
	27
	USA: Cincinnati
	3-22
	Illumina HiSeq 2000
	166

	Vatanen et al., 2016
	212f
	785
	785
	F:200; P:11; NA:1
	B:87; F:2; M:88; C:4; NA:37
	V:190; C:21; NA:1
	F:98; M:114
	NA
	Finland, Estonia, Russia
	33-1162
	Illumina HiSeq 2000
	133

	Yassour et al., 2016
	40
	240
	240
	F:37; P:1; NA:2
	B:13; M:26; F:1
	V:34; C:4; NA:2
	F:17; M:22; NA:1
	NA
	Finland: Helsinki
	45-1089
	Illumina MiSeq
	20

	Asnicar et al., 2017
	5
	8
	8
	F:5
	B:3; M:2
	V:5
	F:1; M:4
	NA
	Italy: Trento
	90-480
	Illumina HiSeq 2500
	NA

	Brooks et al., 2017
	29g
	407
	403
	P:29
	NA
	V:10; C:19
	F:12; M:17
	NA
	USA: Pittsburgh, PA
	0-82
	Illumina HiSeq 2000, Illumina HiSeq 2500
	NA

	Chu et al., 2017
	43
	51
	49
	F:39; P: 4
	B:19; F:4; M:17; NA:3
	V:32; C:11
	F:24; M:19
	NA
	USA: Houston, TX
	0-180
	Illumina HiSeq 2000
	6

	Olm et al., 2017
	2
	45
	37
	P:2
	NA
	V:2
	NA
	NA
	USA: Pittsburgh, PA
	5-28
	Illumina HiSeq 2500
	2

	Pärnänen et al., 2018
	16
	32
	32
	F:16
	B:16
	V:16
	NA
	NA
	Finland: Turku
	30-180
	NextSeq 500
	0

	Ferretti et al., 2018
	25
	136
	97
	F:25
	B:19; F:4; M:2
	V:25
	NA
	NA
	Italy: Trento
	1-120
	Illumina HiSeq 2500
	3

	Baumann-Dudenhoeffer et al., 2018
	60
	447
	447
	F: 60
	B:9; F:38; M:13
	V:26; C:34
	F:31; M:29
	NA
	USA: Saint Louis, MO
	2-262
	NextSeq 500
	15

	Casaburi et al., 2019
	60
	60
	60
	F:60
	B:60
	V:42; C:18
	F:33; M:27
	NA
	USA: Davis, CA
	6-60
	Illumina HiSeq 2500
	1

	Gasparrini et al., 2019
	55
	429
	429
	F:8; P:47
	B:23; F:10; M:22
	V:11; C:44
	F:23; M:32
	7
	USA: Saint Louis, MO
	1.56-633.48
	Illumina HiSeq 4000
	38

	Yassour et al., 2019
	43
	170
	170
	F:43
	B:17; M:16; NA:10
	V:36; C:7
	F:23; M:20
	NA
	Finland: Helsinki
	0-90
	NextSeq 500
	NA



Supplementary Table 1: Descriptive characteristics of metagenomes involved in this study. aF: full-term, P: pre-term; bB: breastmilk, F: formula, M: mixed, C: cow; cV: vaginal, C: C-section; dF: female, M: male; eNEC: Necrotizing enterocolitis; fTime-frame: most of the samples were collected continuously, except Asnicar et al., 2017 (Day 90, 300, 480), Chu et al., 2017 (Day 0, 180), Pärnänen et al., 2018 (Day 30, 180), Ferretti et al., 2018 (Day 1, 3, 7, 30, 120) and Yassour et al., 2019 (Day 0, 14, 30, 60, 90) were collected at discrete time sampling points.
