Supplemental Table 2.  All DEG in HSD reared flies marked as ‘Learning or memory’ in FlyBase dataset with expression values in RPKM and Fold Change annotated. Gene isoform is indicated in ‘Name’ and in ‘Product’.  C = control, HSD = high sugar diet, FC = fold-change
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Name  Product  C rpkm  mean  HSD rpkm  mean  FC Mean  Regulat io n  

NM_134667  mushroom body miniature  11.20905368  45.51581357  4.066628  UP  

NM_078564  hopscotch  9.029465594  22.72361159  2.52978  UP  

NM_078713  ribosomal protein S6 kinase II,  isoform A  4.887122032  11.20665243  2.301572  UP  

NM_079717  CASK, isoform B  14.91929391  33.28734366  2.251977  UP  

NM_080140  ellipsoid body open, isoform A  9.901816943  21.68336911  2.221948  UP  

NM_0012587 22  histone deacetylase 4, isoform F  4.171254477  8.783218195  2.109135  UP  

NM_0011697 14  staufen, isoform C  19.76564288  37.52011029  1.901609  UP  

NM_058139  foraging, isoform A  13.11457277  24.5711691  1.899993  UP  

NM_079586  formaldehyde dehydrogenase  76.38559454  144.4452937  1.894385  UP  

NM_143074  Poly - glutamine tract binding protein  1  8.228182606  14.50263676  1.804991  UP  

NM_0012588 82  debra, isoform E  7.039991954  12.46426549  1.801152  UP  

NM_139528  gryzun  11.4690733  20.28852418  1.783778  UP  

NM_167581  minibrain, isoform E  3.975770117  6.495891581  1.680046  UP  

NM_170034  Glutamate - cysteine ligase modifier  subunit, isoform A  74.27875799  120.8370329  1.65757  UP  

NM _0012980 23  PTEN - induced putative kinase 1,  isoform I  44.85090323  73.75726443  1.651023  UP  

NM_165067  centaurin gamma 1A, isoform B  5.452999455  8.78776737  1.626846  UP  

NM_0012761 01  biorientation defective 1,  isoform D  10.27674684  16.00291496  1.61245  UP  

NM_0010145 94  protein kinase, cAMP - dependent,  regulatory subunit type 1, isoform K  7.743041949  11.91441991  1.555163  UP  

NM_135256  mitochondrial calcium uptake 1,  isoform A  15.64694091  23.88617854  1.550011  UP  

NM_139798  dikar, isoform E  2.419354111  3.726983713  1.546319  UP  

NM_079010  Argonaute - 1, isoform B  6.244286207  9.383263461  1.519387  UP  

NM_0012745 52  dikar, isoform G  1.823314402  2.678495377  1.518877  UP  

NM_143750  NOP2 - Sun domain family,  member  2  12.65044526  18.88462155  1.495734  UP  

NM_140217  Mob2, isoform C  38.33603659  56.68039113  1.488196  UP  

NM_165995  downstream of receptor kinase,  isoform C  24.36927509  34.19812718  1.458262  UP  

NM_0012746 13  henna, isoform C  91.43782137  130.1526248  1.448061  UP  

NM_078688  domeless  20.25639116  28.78848909  1.445511  UP  

NM_0012750 94  dysbindin, isoform B  6.250440712  8.921237525  1.443357  UP  

NM_057318  armadillo, isoform A  72.768734  104.2913524  1.43525  UP  

NM_0011443 00  lilliputian,  isoform D  14.48362048  20.13230838  1.41399  UP  

NM_135205  equilibrative nucleoside transporter  2, isoform A  26.32869001  34.63145147  1.331723  UP  

NM_166020  Argonaute - 1, isoform A  30.3184666  39.41821778  1.302834  UP  
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NM_079654  sarah, isoform A  24.69374317  31.59885009  1.294225  UP  

NM_168179  dikar, isoform C  11.4094524  13.63448149  1.19586  UP  

NM_079514  krasavietz, isoform G  197.5851507  230.7617909  1.169911  UP  

NM_164517  lilliputian, isoform C  2.978181916  3.372329878  1.137819  UP  

NM_0011034 00  shaggy, isoform M  7.286964415  1.172550303  - 6.328393  DOWN  

NM_0013166 40  shaker, isoform T  1.324734687  0.396642151  - 3.370423  DOWN  

NM_170659  minibrain, isoform H  15.53909492  6.881885536  - 2.361591  DOWN  

NM_0012592 99  bruchpilot, isoform J  3.584273092  1.634037436  - 2.202843  DOWN  

NM_0013821 91  gilgamesh, isoform P  4.67909996  2.204271882  - 2.152696  DOWN  

NM_168461  Mob2, isoform A  11.18021871  5.554309915  - 2.125919  DOWN  

NM_165693  spaghetti - squash activator, isoform  C  47.01330399  23.47735435  - 2.082465  DOWN  

NM_168302  orb2, isoform A  42.72440263  23.98059453  - 1.889104  DOWN  

NM_0011692 96  shibire, isoform L  7.027388328  4.110661857  - 1.78048  DOWN  

NM_078869  suppressor of cytokine signaling at  36E, isoformD  8.729349804  5.363213104  - 1.627862  DOWN  

NM_0012725 25  protein tyrosine phosphatase 10D,  isoform I  8.261889561  5.263623191  - 1.618089  DOWN  

NM_166083  scab, isoform A  22.16128153  14.13368814  - 1.602957  DOWN  

NM_167004  fasciclin 2, isoform B  32.22185233  20.82379178  - 1.599294  DOWN  

NM_0012982 49  radish, isoform K  2.159844965  1.393336127  - 1.591981  DOWN  

NM_169746  cheerio, isoform B  50.9528827  33.0764946  - 1.577348  DOWN  

NM_0012756 00  2mit, isoform B  1.340462656  0.90711038  - 1.532738  DOWN  

NM_165280  dopa decarboxylase, isoform B  27.95654571  18.83168504  - 1.508336  DOWN  

NM_168322  resistant to dieldrin, isoform D  4.112017232  2.768246893  - 1.496819  DOWN  

NM_169292  murashka, isoform C  9.940058092  6.77497272  - 1.482698  DOWN  

NM_143515  adenosine receptor, isoform A  3.870256427  2.842957151  - 1.365894  DOWN  

NM_206613  shaggy, isoform J  2.580510783  2.107924716  - 1.22628  DOWN  

NM_141619  ATPase H+ transporting accessory  protein 2  232.550549  202.7906386  - 1.147496  DOWN  

NM_0012750 36  Abl tyrosine kinase, isoform I  0  3.974884  3.974884  Activated  

NM_0012750 34  Abl tyrosine kinase, isoform G  0  0.828245  0.828245  Activated  

NM_0012750 33  Abl tyrosine kinase, isoform F  0  0.592779  0.592779  Activated  

NM_0011035 47  Cyclic - AMP response element  binding protein B, isoform I  2.62115  0  - 2.62115  Repressed  

NM_0011035 46  Cyclic - AMP response element  binding protein B, isoform P  1.32832  0  - 1.32832  Repressed  

NM_080195  Src   oncogene at 64B, isoform B  0.825032  0  - 0.825032  Repressed  


