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AURKA Activation by TPX2
Loss of NIp from mitotic centrosomes

Loss of proteins required for interphase
microtubule organization from the centrosome

Regulation of PLK1 Activity at G2/M Transition

Centrosome maturation

Recruitment of mitotic centrosome
proteins and complexes

Anchoring of the basal body to the plasma membrane

Recruitment of NuMA to mitotic centrosomes

Retrograde transport at the Trans-Golgi-Network
Organelle biogenesis and maintenance

Cilium Assembly

Mitotic Prometaphase

G2/M Transition

Mitotic G2-G2/M phases

Neddylation

G1/S-Specific Transcription

Post-translational protein modification



