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Supplementary Figure 1 A-H: Correlation analysis of risk scores and tumor cell indices. I: Correlation analysis of multiple tumor cells with 6 genes in the TCGA-AML cohort. (P < 0.05; ∗∗P < 0.01; ∗∗P < 0.001; P < 0.0001; ns, not statistically significant).
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Supplementary Figure 2  A-G: Expression of seven PCD-related prognostic genes in cellular tissues in AML.
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