Additional file 7: Table S5A. Variably expressed genes (VE genes) .

RNAs displaying the most variable expression between AMs based on variance and entropy in AM controls and M.tb -treated cells.

All of the most variably expressed genes (VE Genes) were also significant DE genes (VE/DE genes), hence ordered in decreasing DE Expr Log2 Ratios (column C).
All samples at all-time points were subjected to Levene's test (using ratios of variances as a test statistic) (60) to find RNAs that are differentially variable
between control samples and M.tb stimulated AMs, yielding RNAs with highest variance in cases that are induced (or inhibited) by M.tb stimulation only

in a subset of individuals (encoded by VE genes). A second analysis asked whether the entropy of RNA expression in the M.tb -treated group is higher than
expected given the total entropy over all AM samples (61), using a permutation test to yield p-values for significance of the entropy computations.
tau ratios are ratios of standard deviations (non-treated/treated). FDR Levene and FDR entropy are the respective adjusted p values.

Columns |, J, and K present correlation values (r, red positive, blue negative) for each VE/DE gene with generation time over 48-72h

(as in Additional file 3: Table S3), using RPM expression values for each gene at 2, 24, and 72h in infected AMs.

Average RPM | DE Expr DE Expr p- Tir.ne DR - DR Cor tc.v Cor tt? Cor tc.v
Symbol across all Log2 value point || s || ey generation | generation | generation
samples Ratio (hrs) time - 2hr | time - 24hr | time - 72hr

IFI6 1,165.2 71  173E-10 72 0.03 0.88 0.00 -0.14 0.16 0.27
IL1B 780.3 6.9 7.26E-12 24 0.00 1.57 0.00 -0.20 -0.15 -0.11
TNFAIP6 611.9 4.8 1E-10 72 0.11 0.91 0.00 -0.07 0.08 0.03
TYMP 552.2 6.6 0.00022 72 0.05 0.86 0.00 0.14 0.30 0.26
CcCL4 474.2 49 1.16E-10 72 0.02 1.33 0.00 -0.19 0.15 0.01
LAP3 462.5 6.3 1.13E-10 72 0.00 0.55 0.00 -0.07 0.17 -0.02
CCL20 380.7 28 37311 72 0.02 1.80 0.00 -0.36 -0.06 -0.07
CCL3 355.0 6.0 7.74E-12 24 0.01 141 0.00 -0.11 0.08 -0.08
IL7R 3333 4.2 1.4E-09 72 0.04 1.01 0.00 -0.06 -0.03 -0.08
SLAMF7 309.5 5.6 2.37E-08 72 0.00 0.95 0.00 -0.06 0.05 -0.05
MX1 307.5 5.8 5.64E-11 72 0.00 0.69 0.00

GBP1 298.7 55 41211 72 0.00 0.40 0.00 -0.22 -0.03 -0.09
TAP1 194.1 53 4.39E-09 72 0.00 0.56 0.00 -0.17 -0.03 0.05
PARP14 158.4 53 1.07E-11 72 0.00 0.67 0.00 0.03 -0.05 0.17
NPL 151.5 52 2.78E-06 72 0.00 1.51 0.00 -0.11 -0.25 -0.26
STAT2 140.4 5.2 3.4E-09 72 0.00 0.55 0.00 -0.34 -0.03 -0.08
I1SG15 136.3 48 4.69E-11 72 0.00 0.65 0.00 -0.29 0.20 0.28
PSMB9 134.1 49 9.61E-08 72 0.00 0.56 0.00 -0.24 0.00 -0.07
CD274 118.9 49 6.47E-10 24 0.00 0.91 0.00 0.05 0.11 0.09
OAS3 118.4 48 571E-11 72 0.00 0.65 0.00 -0.01 0.13 0.36
RIPK2 110.2 45 1.62E-07 72 0.01 0.89 0.00 -0.06 0.08 0.05
IFI35 106.3 4.7  6.35E-08 72 0.00 0.58 0.00 -0.20 -0.05 -0.05
APOL1 106.0 45  8.44E-08 72 0.05 0.68 0.00 -0.18 -0.07 -0.05
ZNFX1 98.4 4.6  2.04E-09 72 0.04 0.87 0.00

GBP5 93.2 3.9 1.55E-07 72 0.07 0.92 0.00 -0.12 0.03 0.02
IDO1 89.4 19 1.46E-08 72 0.14 1.83 0.00 -0.06 -0.12
IFITM3 84.0 44  8.52E-10 72 0.00 0.78 0.00 -0.05 0.18 0.28
VDR 81.1 4.4  3.04E-08 24 0.08 1.09 0.00 0.36 -0.05 0.23
DYNLT1 79.3 46 6.38E-06 72 0.00 0.70 0.00 -0.24 0.30 0.21
C1RL 78.0 4.5 0.0000065 72 0.03 0.88 0.00 0.20 0.30 0.24
IFITM1 75.7 4.3 8.5E-10 72 0.00 0.79 0.00 -0.03 0.15 0.29
EPSTI1 55.5 40 241E-06 72 0.00 0.81 0.00 -0.30 -0.15 -0.24
IFIH1 45.2 40 2.61E-08 72 0.00 0.73 0.00 -0.39 -0.25 -0.22
SAMDSL 43.7 3.8 3.5E-10 72 0.00 0.80 0.00 -0.35 -0.19 -0.23
DDX60 38.6 3.8 1.3E-11 72 0.00 0.62 0.00

TAGAP 341 3.7 4.93E-08 72 0.00 0.62 0.00 -0.21 -0.01 -0.05
DCUN1D3 335 3.6 24212 24 0.00 1.03 0.00 -0.25 -0.33 -0.25
CXCL1 31.5 3.4  259E-11 24 0.00 1.44 0.00

PARP9 29.5 3.5 1.21E-11 72 0.00 0.66 0.00 0.00 0.24 0.38
HSD11B1 29.3 3.4  791E-11 24 0.00 1.49 0.00 0.33 0.24
GCH1 26.6 24 584E-11 72 0.02 0.89 0.00 0.14 0.15 0.04
IFIT3 26.3 3.1  281E-11 72 0.00 0.99 0.00 -0.49 0.02 -0.10
PML 26.0 34  1.92E-09 72 0.00 0.55 0.00 -0.18 -0.09 0.18
WDR91 23.6 3.3 3.77E-08 72 0.00 131 0.00 0.03 0.03 0.06
IFITS 215 3.2 8.5E-09 72 0.00 0.61 0.00 -0.26 0.11 0.25
DHX58 20.7 31 1.93E-10 72 0.01 0.61 0.00

FBXO6 19.4 3.1  1.94E-08 72 0.00 0.74 0.00

F3 18.9 25  2.02E-08 24 0.03 1.49 0.00 -0.05 0.07 -0.04
CYP27B1 18.3 26 3.77E-10 24 0.00 1.60 0.00 -0.23 -0.16
SCARF1 17.5 3.0 2.06E-12 24 0.00 0.71 0.00 0.04 -0.18 0.02
RTP4 15.9 3.0 6.14E-09 72 0.00 0.60 0.00 -0.39 0.21 0.32
HERC6 12.5 2.7 9.76E-11 72 0.00 0.72 0.00 -0.15 0.18 0.20
PDLIM4 10.8 28 1.13t-08 72 0.01 1.12 0.00 0.26 0.17
HELZ2 10.1 2.2 1.79e-08 72 0.01 0.77 0.00 -0.23 -0.12 -0.10

APBA1 8.0 23 3.52E-08 72 0.02 1.29 0.00 0.10 0.21 -0.09
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-0.32 -0.06
-0.18 -0.07
0.01 0.13
0.04 0.26
-0.18 -0.42
-0.16 0.21
0.14 -0.09
-0.09 0.19
-0.09 -0.17
0.11 -0.18
-0.20 -0.07
-0.23 -0.03
0.13 0.06
0.30 0.37

-0.12
0.38
-0.33

-0.09
-0.20
0.21
0.31
0.20

0.45
0.01
-0.03
-0.05
-0.11
-0.47
0.13
0.07
0.12
0.21
-0.04

0.11
-0.18

-0.39
-0.10
-0.12

0.12

-0.23
-0.01
0.17
-0.15
0.00
-0.04

0.11
0.37
-0.37
0.15
0.04
-0.06
-0.09

0.18
-0.05
-0.30

0.17
-0.43

0.23
-0.19

0.10
-0.21
-0.02

0.07

0.12
-0.19

0.07

0.01

0.01
-0.12

0.05

-0.11
-0.02
-0.01

0.24



TMEM223
HSD3B7
DPP4
SLC25A22
MRPS6
NLRP3
PPARD
AMPD3
CLCN4
MCTP1
HAPLN3
UBE2L6
TSFM
BST2
ZDHHC7
ICK
HAMP
MMP12
MATK
LAMP3
CYB5R3
PDGFB
SLC45A3
GYPC
ANGEL1
ITGAS
APOO
ITGB8
ARHGAP35
MT1H
MMP2
CCL22
SLIT3
PSMA2
ITGAE
CCDC71L
SWAP70
RCSD1
CNP
SLC46A2
RHBDF2
TNFRSF4
SLC28A3
PSMB8
PNPT1
NAIP
RFTN1
PPARGC1B
LILRAS
PTGS1
TRIM56
ILIRN
SGSH
CTNS
LACC1
ABCA5
CD&4
KCNJ5
MFAPS
LMNB1
TGFA
ABHD12
TRIB2
NUP188
ITGAX
GALM
HIPK2
TNFSF15
RASSF2

11.4
184.4
6.7
11.4
348.0
8.3
100.7
51.3
15.4
334
8.7
94.3
20.6
256.5
53.2
11.8
8.0
17.6
65.8
7.0
5.3
6.3
4.8
119.8
51.7
298.8
16.4
230.3
38.6
86.0
11.8
547.4
6.4
92.6
8.5
24.6
106.1
19.3
76.2
5.2
39.8
5.3
18.8
44.0
39.5
17.5
24.8
20.9
9.9
23.0
12.9
1,556.9
16.1
48.4
20.0
7.1
209.2
12.9
6.6
6.0
6.8
155.5
6.9
120.2
326.7
13.9
341.0
7.1
6.1

2.2
5.4
1.8
2.5
5.7
21
4.8
4.0
3.0
3.5
0.8
4.6
3.4
5.7
4.0
2.6
23
2.5
4.1
1.6
0.9
1.5
2.0
4.9
3.8
5.9
3.1
5.1
3.8
3.3
3.1
6.5
1.9
4.6
2.2
3.6
4.8
3.1
4.4
1.0
3.8
0.0
2.7
3.7
3.9
3.0
3.4
3.2
2.5
3.5
2.7
6.8
3.0
4.1
2.9
2.2
5.2
3.0
1.9
1.6
1.9
5.3
1.9
5.1
5.9
3.1
6.1
1.9
23

0.0000137
0.0000143
2.35E-10
0.000169
1.79E-08
1.81E-07
8.12E-09
3.19E-08
2.65E-08
0.0000332
4.63E-07
2.4E-08
3.76E-08
0.0000109
0.000144
0.00417
1.34E-09
1.09E-09
6.66E-08
1.65E-06
8.36E-08
0.000159
2.17E-06
0.00144
6.66E-09
4.52E-08
2.75E-07
0.0000014
0.0000947
1.12E-07
2.1E-08
1.76E-09
0.0000322
0.000525
0.000433
6.28E-09
0.00187
6.23E-08
0.0000168
5.7E-07
0.000919
4.52E-07
2.66E-08
0.0107
3.96E-08
5.24E-09
7.67E-07
0.0000157
1.02E-07
6.68E-06
1.07E-06
3.45E-08
0.000236
4.59E-08
0.00669
0.0202
6.51E-07
6.4E-09
5.52E-07
5.57E-07
1.37E-10
1.66E-09
6.73E-11
0.00163
0.0000359
2.83E-07
5.38E-07
5.19E-08
7.88E-06

24
72
24
24
24
24
24
72
72
72
72
72
24
72
24
24
72
72
24
72
72
24
72
72
24
24
72
72
72
72
72
72
72
72
72
24
72
72
72
24
72
72
24
72
72
72
72
72
72
72
72
72
72
24
72
24
24
72
72
24
24
72
24
24
72
72
72
24
72

0.15
0.09
0.02
0.08
0.03
0.11
0.08
0.05
0.04
0.04
0.08
0.01
0.01
0.03
0.01
0.07
0.04
0.01
0.04
0.04
0.03
0.15
0.11
0.04
0.13
0.02
0.06
0.15
0.02
0.13
0.04
0.10
0.06
0.02
0.13
0.00
0.13
0.04
0.04
0.04
0.06
0.01
0.06
0.08
0.01
0.03
0.00
0.08
0.16
0.00
0.11
0.07
0.01
0.10
0.08
0.13
0.05
0.00
0.04
0.05
0.03
0.02
0.02
0.01
0.14
0.13
0.12
0.15
0.09

1.19
0.90
1.11
0.78
0.87
0.97
0.93
1.15
1.24
0.73
0.91
0.77
0.87
0.73
1.28
1.26
0.95
0.93
0.88
0.90
1.29
0.71
1.04
0.67
1.10
0.73
0.64
1.24
1.43
0.62
1.19
0.77
1.16
0.73
1.56
0.83
1.25
1.89
0.60
1.34
0.92
1.17
1.15
0.81
0.46
1.33
0.76
0.99
1.22
1.28
0.91
1.11
1.27
0.86
1.23
0.96
0.95
1.13
1.21
0.66
0.80
1.23
0.95
0.80
0.93
1.25
1.48
1.04
1.13

0.00
0.00
0.00
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.02
0.03
0.03
0.03
0.03
0.03
0.03
0.03
0.03

-0.37
0.10

-0.04

0.30
-0.10
-0.18
-0.15
-0.05
-0.29
-0.10
-0.37
-0.44
-0.10
-0.19
-0.23

0.12

0.12
0.05
0.17
0.19
-0.19
0.30
-0.25

-0.16

-0.24
0.06
-0.29
-0.08
-0.16
0.49
0.17
-0.50

-0.19
-0.37

0.08
-0.01
-0.24
-0.12
-0.36

0.14
-0.05

0.11
-0.23
-0.25
-0.25
-0.06
-0.12
-0.08

-0.59

-0.03

-0.03

-0.13

0.19
-0.10

0.13
0.33
-0.22
0.18
0.12
-0.31
-0.24
-0.12
-0.04
-0.20
-0.12
-0.22
-0.16
0.16
-0.30
-0.13

-0.38
0.33
0.12

-0.23
0.18

-0.13
0.16
0.28
0.04
0.13

-0.46
0.16

-0.05

-0.17

-0.15
0.21

-0.15

-0.09

-0.14

-0.25

-0.31
0.26
0.13

-0.47
0.01

-0.05

-0.42
0.44
0.02

-0.18

-0.04

0.05
-0.42
-0.01
-0.27
-0.49
-0.27
-0.06
-0.03

-0.22
-0.40
-0.23
0.38
0.06
0.09

-0.09
-0.06
-0.13

0.07
0.24
-0.34
0.29
0.20
-0.07
-0.09
-0.01
-0.05
-0.13
-0.10
-0.21
-0.15
0.10
-0.28
-0.10
0.01
-0.41
0.23
-0.03
-0.16
0.13
-0.03
0.06
0.26
0.23
0.14
-0.15
0.20
-0.22
-0.22
-0.06
0.27
-0.16
-0.09
-0.17
-0.02
-0.11
0.40
0.07
-0.18
0.12
0.02
-0.27
0.21
-0.03
0.00
0.07
-0.26
0.10
-0.08
-0.08
-0.20
-0.41
-0.20
-0.07
-0.07
0.17
-0.30
-0.28
-0.21
0.13
-0.03
0.12

-0.17

0.06
-0.12
-0.34



C1S
ZNF641
NPC2
TRAPPCS
LPCAT1
JAK3
ZNF710
RCN1
RNF130
GAS7
MCOLN2
RSPO3
GNA15
ARNTL2
MOV10
GPNMB
VGLL4
CD226
ADAR
CYBRD1
TRIM5
NOTCH2
PXN
SBNO2
RBP1
CADM1
MTHFD1
PDE4A
LOC100129
034
LPAR1
TPD52

TMEM132A

AIM2
HLX
PFKP
LRP12
SGSM2
TPCN1
PRDM1
PLEKHO1
TNS1
GBP3
CLLU10OS
CSF2RB
ARHGAP9
OCSTAMP
ACVR1B
PCYOX1
NMI
RARRES3
SAMHD1
SDS
ANTXR2
LILRB2
MAP7
APOL3
PDCD1LG2
CCL2
LCP2

CiR
IFITM2
INPPSF
CD38

53.4
8.1
587.8
40.6
47.7
6.3
27.0
68.0
693.2
49.0
11.0
14.2
114.6
18.5
18.3
4,056.6
16.9
10.5
412.2
6.3
28.8
203.9
30.6
56.0
19.1
9.9
97.8
59.1

270.9

56.3
12.0

6.1

5.3
23.6
35.5

9.6
26.0
10.0
20.6
26.5
41.0
54.5

5.7

191.4
35.5
10.1
67.9
25.7
22.1
40.0

235.3

6.5
14.8
43.6
42.9
49.3
86.0

120.7

123.7

8.7
23.7
15.3
315

4.4
2.2
6.7
3.9
4.1
1.8
3.3
4.3
6.4
4.2
2.2
2.2
5.1
3.3
3.2
8.0
2.8
2.5
6.2
2.2
3.5
5.5
3.0
4.3
3.6
2.6
4.7
4.1

5.7

4.4
25

1.9

1.1
3.4
3.5
2.6
3.5
2.9
3.3
3.7
4.2
3.5
1.7
5.0
3.5
1.6
4.3
3.0
3.1
2.8
5.7
0.7
2.8
3.9
3.6
3.9
4.7
4.6
4.9
2.4
2.9
2.9
4.0

5E-08
0.042
0.000176
0.00295
0.0000412
2.98E-07
0.000012
0.000156
0.000235
2.95E-08
0.0000013
1.65E-09
0.0000263
0.000489
0.0000126
1.09E-07
0.00157
3.78E-08
0.0000332
6.54E-08
4.52E-06
1.71E-06
3.83E-07
2.4E-07
2.44E-08
2.76E-09
0.000523
6.74E-06

0.000237

0.00499
4.66E-06

1.46E-08

3.95E-06
4.65E-08
0.0000025
0.0000232
3.65E-06
1.03E-08
0.0139
0.0000657
1.04E-09
0.0000341
0.0000525
1.19E-07
3.01E-08
2.52E-09
0.0000198
1.03E-07
1.85E-06
0.085
0.000117
0.000019
0.000219
7.74E-06
1.47E-06
1.09E-06
1.54E-06
6.06E-09
3.39E-06
0.0000203
0.000525
0.00261
0.000548

72
24
72
24
24
72
72
72
24
72
72
24
24
24
72
24
24
24
72
72
72
72
24
24
72
72
72
72

24

24
72

72

72
24
72
24
72
72
24
72
72
72
24
72
72
24
72
24
72
24
72
24
24
72
72
72
72
24
24
72
72
72
72

0.01
0.15
0.16
0.16
0.16
0.06
0.14
0.11
0.15
0.08
0.16
0.06
0.10
0.03
0.03
0.04
0.06
0.07
0.03
0.16
0.07
0.11
0.15
0.06
0.08
0.12
0.07
0.08

0.14

0.03
0.13

0.13

0.02
0.03
0.11
0.07
0.10
0.01
0.16
0.01
0.03
0.07
0.06
0.14
0.07
0.01
0.07
0.14
0.14
0.14
0.10
0.07
0.12
0.13
0.13
0.07
0.15
0.16
0.08
0.04
0.13
0.14
0.08

0.83
1.39
1.09
1.04
1.12
1.11
1.18
0.79
1.15
1.23
0.97
0.88
0.83
1.14
0.81
1.28
1.35
0.90
0.75
1.12
0.75
1.10
0.73
0.86
1.12
1.27
0.78
0.81

0.76

0.89
0.86

1.11

0.93
0.85
0.92
1.06
1.29
1.11
0.84
0.87
1.24
0.79
0.98
0.76
1.31
1.09
0.78
1.10
0.88
0.54
1.27
1.26
0.92
1.53
0.99
0.52
0.67
0.95
0.78
0.77
0.78
0.71
0.72

0.03
0.03
0.03
0.03
0.03
0.03
0.03
0.03
0.04
0.04
0.04
0.04
0.04
0.04
0.04
0.04
0.04
0.05
0.05
0.05
0.05
0.05
0.05
0.05
0.05
0.05
0.06
0.06

0.06

0.06
0.06

0.06

0.06
0.06
0.07
0.07
0.08
0.08
0.08
0.08
0.08
0.10
0.10
0.10
0.11
0.11
0.12
0.12
0.13
0.14
0.14
0.14
0.15
0.16
0.18
0.18
0.19
0.23
0.23
0.34
0.35
0.36
0.43

0.03
-0.36
-0.18

0.03

-0.22
-0.20
-0.09
-0.02
-0.34
-0.24
-0.08

-0.24

0.01
-0.15
-0.18
-0.24

0.17
0.24

-0.10
0.03

0.19
-0.01
-0.20

-0.07

-0.05

-0.07
-0.20
-0.03
-0.11

-0.05
-0.27

-0.25

-0.36
-0.26
-0.55

-0.02

0.31
-0.06
-0.36
-0.31
-0.36

-0.20
-0.32
-0.25

-0.16
-0.18
-0.07

0.11

0.04
-0.12
-0.28
-0.20

0.30

0.02
-0.19
-0.34
-0.47
-0.42
-0.19

0.39
-0.31
-0.05
-0.14

0.16
-0.09

-0.19
0.06
0.03
0.14
0.17

0.20
-0.08
0.05

-0.33
-0.18

-0.12
-0.44
0.22
0.01
0.09
-0.37
-0.16
-0.06
-0.17
-0.13
-0.28
0.08
0.07

-0.16
-0.08
-0.10

-0.20
0.24
0.00

-0.20

-0.01

-0.35

-0.24

-0.12

-0.40
0.06

-0.19
0.17
-0.18
0.03
0.04
0.03
-0.20
-0.10
0.10
-0.08
-0.26
-0.31
-0.13
-0.21
0.08
0.09
-0.07
-0.27
-0.15
0.01
0.24
0.05

0.12
0.03
0.05
-0.10
0.32

0.17
-0.12
-0.32

0.03
-0.20

0.02
-0.26
0.19
-0.18
0.16
-0.32
0.03
-0.03
-0.18
0.00
-0.09
0.11
-0.03

-0.18
-0.13
-0.12
-0.20

-0.14

0.07
-0.06
-0.15
-0.33
-0.17
-0.16
-0.11
-0.32

0.06



Additional file 7: Table S5B. Reactome Pathways significantly overrepresented among VE genes.

Results are from reactome.org/PathwayBrowser using 324 VE/DE genes.

descriptio

geneSet n link

http://reactome.org/Path

R-HSA-  Immune  wayBrowser/#/R-HSA-
168256 System 168256
Cytokine
Signaling
in http://reactome.org/Path
R-HSA-  Immune  wayBrowser/#/R-HSA-
1280215 system 1280215
http://reactome.org/Path
R-HSA-  Interferon  wayBrowser/#/R-HSA-
913531  Signaling 913531
Interferon
alpha/bet http://reactome.org/Path
R-HSA- a ‘wayBrowser/#/R-HSA-
909733 signaling 909733
Antiviral
mechanis
m by IFN- http://reactome.org/Path
R-HSA-  stimulate  wayBrowser/#/R-HSA-
1169410  d genes 1169410
Interleuki http://reactome.org/Path
R-HSA-  n-10  wayBrowser/#/R-HSA-
6783783 signaling 6783783
15615
antiviral  http://reactome.org/Path
R-HSA-  mechanis  wayBrowser/#/R-HSA-
1169408 m 1169408
Interferon_http://reactome.org/Path
R-HSA-  gamma  wayBrowser/#/R-HSA-
877300 signaling 877300
Signaling
by  http://reactome.org/Path
R-HSA- Interleuki  wayBrowser/#/R-HSA-
449147 ns 449147
OAS  http://reactome.org/Path
R-HSA-  antiviral  wayBrowser/#/R-HSA-
8983711  response 8983711

size

1997

688

a7

overlap

109

66

29

expect

44.8445139

15.4496873

4.42382035

1.54945992

175156339

1.05542922

1.5943718

2.06594656

10.3746447

0.17964753

enrichmentRatio

2.430620614

4.271931116

8.363811604

15.48926802

8.563777994

11.36978185

7.526475308

6.292515135

2.795276454

22.26582278

pValue FDR

0 0

0 0

0 0

0 0
149E-10  5.14E-08
3.256-10  9.356-08
4.94E-08  1.22E-05
123E-07 2.66E-05

4.88E-07 9.37E-05

1.626-05 0.002794

overlapld

10125;103;10410;10577;1
0581;10666;11274;114548
;115361;115362;118788;1
40459;1435;1439;151636;
1727;2040;23511;23586;2
517;2537;25939;2627
33;2634;2635;272;29121;2
9126;2919;3430;3434;343
7;353514;3552;3553;3557;
35

userld

IFI6;ILLB;TNFAIP6;CCLA;CCL2
CL3;IL7R;SLAMF7;MX:
PLTAPL;STAT2;ISG15;PSMB
9,CD274;0AS3;RIPK2;IFI35;G
BPS;IFITM3;DYNLTLIFITML;|
FIHL;CXCLL;IFIT3;PML;DHXS
8;FBXO6;HERCG;1SG20;DDX5
8;DTX3L;0AS2;TLR2;HERCS;IL
15RA;NLRCS;CSF1;PPBP;USP
18;STAT1;PIK3AP1;TAP2;IFIT

7,3718;3937;4001;4064;43

939;4940;5008;51191;519
9;5292;5371;53831;54209;
5473;54739;55008;55819;
5610;5683;5696;5698;572
0,5721;57674;57823,629;6
347,6348;6351,6352;6364;
6367;63916,64135;64333;
6772;6773;684;6890;6891;
6993;7097,7130;715;716;7
293;79132;79888;79902;8
0380;81844;841;84166,85
19;85363;8767,9246;941;9

13,5701 ;IL1A;GBP4;C
FP;CCLS;FUCAL;RASGRP:
80;MT2,

1;IRF1;,CFB;MX2;CDA0;PSME
1;NUP85;ASB6;0SM;CD180;C
LEC2D;PSME2;ELMO2;TREM
;GBP2;CASP;RNF213;0A51
;NLRP3;AMPD3;UBE2L6;BST2
;CYBSR3;MMP2;CCL22;PSMA
2;TNFRSF4;PSMBS;LILRAS; TR
IMS56;IL1RN;LMNB1;NUP188;
ITGAX;TNFSF15,C15;NPC2;LP
CAT1;JAK3;RNF130;CD226;A
DAR;TRIMS;AIM2;GBP3;CSF2

447;958;9636;9966

103;10410;10581;11274;1
15361;115362;1435;1439;
23511;23586;2537,25939;
2633;2634;2635;2919;343
0;3434;3437;3552;3553;35
57,3575;3601;3659;3669;3
687;3718;4001;4313;4502;
4599;4600;4938;4939;494
05008;51191;5292;5371;5
4739;5610;5683;5696;569
8,5720;5721;6347;6348;63
51;6352;6364;6367,6772;6
773;684;7293;79902;8519;
85363,8767;9246,941,958;
96369966

103;10410;10581;11274;1
15361;115362;23511;2358
6,2537;25939;2633;2634;2
635;3430;3434;3437;3659;
3669;4502;4599;4600;493
8;4939;4940;51191;5371;5
4

;i ; D1;,DCD
1LG2;CCL2;LCP2;CIR;IFITM2

IFI6;IL1B;CCL4;CCL20;CCL3;IL
7R;MX1;GBP1;STAT2;ISG15;P
SMBY;0AS3;RIPK2;IFI35;GBP
5;IFITM3;IFITM1;CXCLL;IFIT3
;PML;ISG20;DDX58;0AS
RCS;IL1SRA;CSF1;USP18;STA
TLIFITLIL1A;GBP4;CCLS;CD8
;MT2A;XAFL;EIF2AK2;PIM1;
IRF1;MX2;CD40;PSMEL;NUP
85;0SM;PSME2;GBP2;0AS1;
UBE2L6;BST2;MMP2;CCL22;P
SMA2;TNFRSF4;PSMBS;ILIR
N;LMNBL;NUP188;ITGAX;TN
FSF15;JAK3;ADAR;TRIMS;GB
P3;CSF2RB;SAMHD1;CCL2;IFI
™2

IFI6;MX1;GBP1;STAT2;ISG1S5;
OAS3;IFI35;GBPS;IFITM3;IFIT
MZL;IFIT3;PML;1SG20;,DDX58;
OAS2;HERCS;USP18;STATL;IF
IT1;GBP4;MT2AXAFLEIF2AK
2;IRF1;MX2;NUP85;GBP2;,0A

72,677 SL,UBE2L6;BST2; :NUP
3;684;7990 188;ADAR;TRIMS;GBP3;
246,9636 HDLIFITM2

103;10410;10581;11274;2

537;25939;2634,3430;343

4;3437;3659;3669;4599;46

00;4938;4939;4940;54739;

5696;6772;6773;684;8519;
9636

3
°

11274;23511;23586;3434;
4599;4600;4938;4939;494
0;51191;5610;6772;79902;
9246;9636
1435;2919;3552;3553;355
7;6347,6348;6351,6352;63
64;6367;941

11274;23511;23586;3434;
4599;4600;51191;5610;67
72;79902;9246;9636

115361;115362;2633;2634
;2635;3659;4502;4938;493
9;4940;5371;6772;85363

1435;1439;2919;3552;355

3,3557,3575;3601;3687,37

18;4001;4313;5008;5292;5

683;5696;5698;5720;5721;

6347;6348;6351;6352;636

4;6367;6772;6773;8767,94
1

23586;4938,4939;4940

IFI6;MX1;STAT2;ISG15;0AS3;
IFI3S;IFITM3;IFITMLIFIT3;1S
G20;0AS2;USP18;STATL;IFIT
1,XAFLIRF1;MX2;GBP2;0AS
1;BST2;PSMBS;ADAR;SAMH
DL;IFITM2

MX1;1SG15;0AS3;DDX58;0A
S2;HERCS;USP18;STATL;IFITL
JEIF2AK2;MX2;NUP85;0AS1;
UBE2L6;NUP188
IL1B;CCLA;CCL20;CCL3;CXCLL
;CSF1;IL1A;CCL5;CD80;CCL22;
ILIRN;CCL2

MX1;15G15;DDX58;HERCS;US
P18;STATLIFITLEIF2AK2;MX
2;NUP85;UBE2L6;NUP188

GBP1;0AS3;GBPS;PML;0AS2
;STAT1;GBP4;MT2A;IRF1,GB
P2;0AS1;TRIMS;GBP3

IL1B;CCL4;CCL20;CCL3;ILTR;S
TAT2;PSMBY;RIPK2;CXCLL;IL
15RA;CSF1;STATL;ILIACCLS;
CD80;PIM1;PSMEL;0SM;PS
ME2;MMP2;CCL22;PSMA2;P
SMBS;ILIRN;LMNBLITGAX;)
AK3;CSF2RB;CCL2

OAS3;DDX58;0AS2;0AS1
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