
[image: Secure KeyZ:GECKO:figures:all_fig:Slide09.png]Supplementary Figure 1. Correlations of metabolic traits with each dietary macronutrient. Plots of the correlation of each dietary macronutrient with each metabolic trait in Figure 1.

Supplementary Figure 2. Gene regulatory changes relative to dietary carbohydrates. A. Volcano plot of differential splicing changes, plotting the log fold change between 20% dietary carbohydrates and 78% dietary carbohydrates. Blue dots are significant, black are non-significant. Extreme exons in terms of log fold change or p-value are labeled. B. Volcano plot of differential expression changes, plotting the log fold change per percent dietary carbohydrates. Red dots are significant, black are non-significant
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Supplementary Figure 3. Computationally estimated cell type proportions. Surfaces generated from the computationally estimated cell type proportions of each fat tissue sample. For the proportion of macrophages (mMac2), the data supported a null model with no impact of dietary macronutrients.
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[image: ]Supplementary Figure 4. Correlations of food intake with each dietary macronutrient. Plots of the correlation of each dietary macronutrient with food intake.


Supplementary Table 1. Metabolic trait values. Mean and standard deviation for the measurements of each metabolic trait in each diet.
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Supplementary Table 2. AIC values and mixture model summaries for all variables. 
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Diet \;:I:‘I’vt Fat Mass :":::; GIB::::e Basal Insulin G:::’o:!
1 |247+25|2.04+0.55|21.6+2.1|878+12 | 0.400+0.136 |343 £240
2 28.0+4.4 |495+352|21.9+10 | 103+2.2 | 0.598+0.316 |214+115
3 [33.0£29(803+280(23.8+0.5|11.2+15| 1.09+0.649 |307+170
4 |282+1.7 |3.58+0.89(235+1.0|10.2+1.5 | 0.475+0.0531 |186 + 125
5 |337+£29(723+£1.74(255+1.4 | 11.1+1.4 | 1.30+0.657 |320+211
6 [299+09 (4.28+0.74(245+0.4 | 10.1+1.0 | 0.680+0.329 |420+133
7 341+£23 |815+195|24.7+16 | 109+15 1.54+0.620 [476+211
8 [302+£17 (357+£201(252+18 | 94+16 1.02+0.577 |469 +145
9 29.5+2.8 |3.88+2.20| 243+09 | 10.5+1.9 | 0.783+0.277 |397 +127

10 | 304£16 |3.59+153|252+19 | 10.6+0.7 | 0.618+0.241 (462171
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