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Supplementary Figure 1. Effects of albumin on the activity of human podocytes and intracellular miR-664a-5p content.(A) The activity of podocytes after 72h treatment with solvents or albumin (100mg/mL) was measured with the CCK-8 kit. (B) Podocytes were treated with a solvent or albumin (100mg/mL) for 72h, and the intracellular miR-664a-5p content was detected by qRT-PCR, with U6 as the internal reference. Data were expressed as Mean±SD, and inter-group statistical analysis was performed by student t test, with ** indicating p<0.01 and ns indicating p>0.05.
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Supplementary Figure 2. Effects of HIPK2 overexpression and knock-down treatment on HIPK2 expression in HK-2 cells. (A) WB was used to detect the HIPK2 protein content in HK-2 cells after 72h treatment of the vector or HIPK2 overexpression plasmid or NC siRNA or HIPK2 siRNA, using GAPDH as the internal reference. (B) Statistical results of gray values of WB strips in A. Data were expressed as Mean±SD. One-way analysis of variance was used for statistical analysis between groups, with ** indicating p<0.01 and ns indicating p>0.05.
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Supplementary Figure 3. Effects of Calpain inhibitor SJA6017 and albumin on intracellular GSα shear in HK-2 cells. (A) Western Blot analysis of GSα shear in HK-2 cells treated with solvent or SJA6017 and albumin for 72h, using GAPDH as internal reference. (B) Statistical results of gray values of WB strips in A. Data were expressed as Mean±SD. One-way analysis of variance was used for statistical analysis between groups, with ** indicating p<0.01 and ns indicating p>0.05.
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Supplementary Figure 4. Statistics on gray values of strips detected by Western Blot.(A) Statistics on gray values of strips LC3 and p62 detected by WB in Fig.5A. (B) Statistical results of gray values of GS-α, LC3 and p62 bands detected by WB in Fig.7A. Data were expressed as Mean±SD. One-way analysis of variance was used for statistical analysis between groups, with ** indicating p<0.01.
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Supplementary Figure 5. Identification of exosomes. (A) Morphology of ExoCtrl and ExoAlbumin was observed under transmission electron microscopy. Scale =200nm. (B) The protein expressions of CD9, CD63, TSG101 and calnexin in ExoCtrl and ExoAlbumin were detected by WB. (C) The concentration difference between ExoCtrl and ExoAlbumin between the two groups was detected by the BCA protein concentration assay kit. Data were expressed as Mean±SD, and inter-group statistical analysis was performed by student t test, with ns indicating p>0.05.
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Supplementary Figure 6. Effects of miR-664a-5p antagomir and HIPK2 overexpression on the contents of miR-664a-5p and HIPK2 in podocytes treated with exosomes. 

(A) The content of miR-664a-5p in podocytes treated with ExoCtrl or ExoAlbumin and combined with miRNA antagomir NC or miR-664a-5p antagomir for 72h was detected by qRT-PCR, with U6 as the internal reference. (B) Podocytes were treated with miRNA antagomir NC or miR-664a-5p antagomir or vector or HIPK2 overexpression plasmid, while being treated with ExoCtrl or ExoAlbumin, respectively. Intracellular HIPK2 protein content was detected by WB after 72h, using GAPDH as internal reference (top panel). Below is the statistical result of gray value of WB strip. Data were expressed as Mean±SD. One-way analysis of variance was used for statistical analysis between groups, with ** indicating p<0.01.
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