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Figure S1. Identification of bifurcation parameters. The distribution of values of five of the
15 parameters that show a significant difference respect to monostable and bistable regimes.
Blue stars are the value of the parameter in the nominal parameter set and red stars the value
in the bistability set, red lines represent the median of the distribution of parameter values. P

value is reported on the top of each box plot.
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Figure S2. Numerical integration of the model with an integration time equal than the highest
lifespan expectancy of lab mice (Sengupta 2013). Bacteria load counts (CFU) from LTBI
mice lung (dots) (Arriaga et al. 2002) vs total bacteria (black line) of the model, gray line
represents total macrophages of the model. Orange vertical line is model and in vivo data

critical time 1.
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Figure S3. Left: 1-D Bifurcation analysis of a, and K, colors and axes are coded as in figure
2. Right: Critical times 1 and 2 (Y axis) in response to single parameter variation (X axis).

The last graphic groups multiple parameters that showed the same response when modulated.



Supplementary Table 1: Total bacteria counts from figure 1c

Dataset Bacterial Measured bacteria (10° Measurement times

challenge CFU) (Days)

(Bini etal. 2014) | 2.5x10° | [0.3, 0.5, 1.6, 14, 19, 16, 24] | [1, 3,7, 14, 21, 28, 60]

(Montoya-
Rosales et al.| 25x10° [0.6,1,4,13, 13,29, 38] [1,3,7, 14, 21, 28, 60]
2017)

(Baay-Guzman et

2.5x10° [0.2, 8, 28, 29] [3, 14, 21, 28]
al. 2018)

(Hernandez-

1x108 [0.3,0.4,2,32,27,49,68] | [1,3,7,14, 21,28, 60]
Pando et al. 2004)
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Figure S4. Two-dimensional bifurcation analysis of all possible combinations of the 5

bifurcation parameters. The nominal value of each phase 1 parameter is shown as red lines.
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