Table S1. Phased heterozygous SNPs of OYMY around the breakpoint of target inversion

.. OoYMY
SNP Chrom Position hapl hap2
rs1135363 chrX 100,608,191 A
rs3747288 chrX 100,611,285 C
rs67491067 chrX 100,614,597 T
rs2746110 chrX 100,615,023 G
rs5951412 chrX 100,615,025 G
rs2855259 chrX 100,615,478 C
rs7053244 chrX 100,616,465 C
rs5991985 chrX 100,616,712 G
rs3027641 chrX 100,616,989 T
rs57578919 chrX 100,618,521 G
rs112926724 chrX 100,618,699 C
rs113928932 chrXx 100,618,702 C
rs112012348 chrX 100,618,871 T
rs3027639 chrxX 100,620,248 A
rs2238987 chrXx 100,623,072 T
rs2301175 chrXx 100,625,293 T
rs6523489 chrXx 100,627,061 T
rs12156856 chrXx 100,627,901 A
rs58911756 chrX 100,628,779 C
rs112279403 chrX 100,628,856 G
rs3027623 chrXx 100,631,138 G
rs2238986 chrXx 100,631,663 A
s2239462 chrXx 100,632,425 C
s2239461 chrX 100,632,637 T
rs3027615 chrX 100,634,252 C
rs7050436 chrX 100,634,401 C
rs3027607 chrXx 100,635,063 o
rs5951303 chrXx 100,635,640 o
rs112205508 chrXx 100,636,755 A
rs3027613 chrX 100,637,128 T
rs112741233 chrX 100,637,376 A
rs3027611 chrX 100,637,580 T
rs2238984 chrX 100,639,801 G
rs2071229 chrX 100,641,574 A
rs5951307 chrX 100,644,121 A
rs3027600 chrX 100,644,567 C
rs5951308 chrx 100,645,467 C
rs113541091 chrx 100,648,680 T
rs112132208 chrX 100,649,408 T
rs35019768 chrX 100,652,643 T
rs2071228 chrX 100,653,109 A
rs2071397 chrX 100,653,950 C
rs1023431 chrx 100,657,809 T
rs111386229 chrx 100,659,495 T
rs3027586 chrx 100,662,219 C
rs6621057 chrXx 100,687,987 C
r$6621058 chrX 100,687,989 C
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