22 (2)

24 (4)

28 (8)

35 (15)

Lachnospiraceae_unclassified (Otu0001) -
Lactobacillus (Otu0004) -

Megamonas (Otu0006) -
Acidaminococcaceae_unclassified (Otu0007) -
Escherichia/Shigella (Otu0008) -
Anaerostipes (Otu0009) -

Bifidobacterium (Otu0015) -
Lachnospiraceae_unclassified (Otu0017) -
Limosilactobacillus (Otu0019) -
Lachnospiraceae_unclassified (Otu0023) -
Agathobaculum (Otu0024) -

Bacteroides (Otu0027) -

Blautia (Otu0031) -

Flintibacter (Otu0036) -
Clostridiales_unclassified (Otu0044) -
Ruminococcaceae_unclassified (Otu0047) -
Lachnospiraceae_unclassified (Otu0051) -
Bacteria_unclassified (Otu0053) -
Anaerotignum (Otu0059) -

Lactobacillus (Otu0061) -
Lachnospiraceae_unclassified (Otu0071)
Anaeromassilibacillus (Otu0072)
Olsenella (Otu0082) -

Megamonas (Otu0094) -
Ruminococcaceae_unclassified (Otu0111)
Intestinimonas (Otu0115) -

Monoglobus (Otu0117) -
Lachnospiraceae_unclassified (Otu0121)
Coriobacteriaceae_unclassified (Otu0122) -
Neglecta (Otu0127) -
Lachnospiraceae_unclassified (Otu0131)
Lachnospiraceae_unclassified (Otu0132) -
Lachnospiraceae_unclassified (Otu0133) -

Lachnospiraceae_unclassified (Otu0168)
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