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Figure S1. FPKM violin distribution analysis. The horizontal axis indicates different samples, and
the vertical axis indicates corresponding sample FPKM.
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Figure S2. Correlation analysis between biological replicates. The horizontal axis and vertical axis
represent each sample. The color represents the correlation coefficient, the bluer the color, the higher
the correlation, and the whiter the color, the lower the correlation.
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Figure S3 Volcano plots showing the expression levels of every gene in the core set of shared DEGs.Note that the

red dots represent up-regulation and the green dots represent down-regulation.



