Supplementary material S2 .The single nucleotide polymorphism selected for rheumatoid arthritis to perform Mendelian randomization analysis
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	EA
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	P-value

	rs9366775
	A
	6
	0.000357112
	0.00936819
	1.58E-151
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	A
	6
	0.000149341
	-0.00101198
	1.23E-11

	rs2261033
	G
	6
	0.000131566
	0.0014649
	8.64E-29

	rs149549268
	T
	6
	0.000259289
	0.00249
	7.80E-22
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	C
	6
	0.000145267
	-0.000848399
	5.22E-09
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	1.78E-30
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	3.43E-34
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	3.67E-44
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	C
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	rs1049053
	T
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	rs2442730
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	6
	0.00014693
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	1.01E-74

	rs12662617
	A
	6
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	8.99E-177
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	5.58E-09

	rs2854001
	A
	6
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	rs9264642
	C
	6
	0.000132958
	0.00106298
	1.30E-15

	rs2523548
	A
	6
	0.000131724
	0.00207921
	4.16E-56

	rs2844543
	T
	6
	0.000130501
	-0.00148793
	4.15E-30

	rs9393998
	A
	6
	0.000517012
	0.00287276
	2.75E-08

	rs114551621
	T
	6
	0.000609521
	0.00398629
	6.16E-11

	rs2524108
	G
	6
	0.000146491
	-0.00107957
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	1.89E-37
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	8.65E-56

	rs114652147
	A
	6
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	2.67E-09
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	4.66E-08
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	6
	0.000428284
	0.00256742
	2.04E-09

	rs9263641
	T
	6
	0.000190536
	0.00188519
	4.45E-23

	rs3132558
	G
	6
	0.000151118
	-0.00101158
	2.18E-11
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	1.33E-18
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	T
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	1.15E-09
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	G
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	0.00137635
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	5.29E-37
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	9.48E-14
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