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Supplementary Tables
Table S1 The information of primers used in this study.
	Name
	Primers
	Positions (A02, bp)
	Types of molecular markers

	HABS353-F
	TCACGAAAGTTCAACAAAGGT
	6252742
	CAPS(HindIII)

	HABS353-R
	CAAACCTTTACAAACGAGATGT
	
	

	HABS354-F
	GAGGTTGCATTCTGGAGAGA
	8580976
	CAPS(HindIII)

	HABS354-R
	TCTAGAGTGATTACTTACATGT
	
	

	HABS356-F
	TGCTGAAGACCACATGTATT
	9557012
	CAPS(HindIII)

	HABS356-R
	TGACGGGTGGTGTGTTAATT
	
	

	HABS358-F
	ACAAGGTTGTTGGATCCATT
	11919310
	CAPS(HindIII)

	HABS358-R
	TCTTTTGGGTTTTCGTGTACT
	
	

	HABS361-F
	GAAACTCAACCACGAAGACG
	8671152
	CAPS(BamHI)

	HABS361-R
	TATAAACGTACCGGCAAGCT
	
	

	HABS363-F
	TGAATGTGAAACTTTTAACAGT
	8980469
	CAPS(HindIII)

	HABS363-R
	TCAACACAAACCCCTACAGT
	
	

	HABS365-F
	CCGGTTATCAGATTCATCCG
	9284254
	CAPS(TaqI)

	HABS365-R
	GCAAGAACGTCAACGATGAT
	
	

	HABS369-F
	AAGCTGTTTAAGGCCACTCA
	8828894
	CAPS(TaiI)

	HABS369-R
	TGGGGTTTAGGGATTTTGCT
	
	

	HABS371-F
	ACGCGTTGTAAAATGCTTTGA
	8915073
	CAPS(NdeI)

	HABS371-R
	ATTGGTGGGCTTATGACACG
	
	

	HABS376-F
	CGTAGATCTTTGCAGTAGCGA
	9185885
	CAPS(NdeI)

	HABS376-R
	TCTCGTAGACATCGGCTCTT
	
	

	HABS378-F
	CCGAAGACTAGAACGTCCAA
	9044960
	CAPS(Hin6I)

	HABS378-R
	ACAATGAACACACCGGTCTA
	
	

	HABS381-F
	TTGGCATTATTCGAACACCT
	9144280
	CAPS(TaiI)

	HABS381-R
	TCCTATTCAACTTTCCATTCCA
	
	

	HABS386-F
	GAATTCTAGCAGGTAGCTGACG
	9174287
	CAPS(TsoI)

	HABS386-R
	GCGGAAACCTTTGTGAGTTT
	
	

	HABS389-F
	CAACGTCAGGGTTTTTCTCC
	-
	-

	HABS389-R
	ACAGAGGAATCACAGTGTTCT
	
	

	MMD1-F1
	TAACCTGCCAGATGCGTTTCTTCCAGTC
	-
	-

	MMD1-R1
	GTTGGATGTGGAGAAGGGACGAAGGAGA
	
	




Table S2 The information of BSA sequencing.
	Sample
	Raw reads
	Clean reads
	Mapped reads
	Mapping rate
	Average depth (x)

	F-pool
	103,254,886
	102,102,344
	85,954,394
	84.18%
	34.19

	S-pool
	104,499,934
	103,396,910
	86,699,732
	83.85%
	35.41




Supplementary Figures
[image: D:\03个人课题\05 AB两用系定位不育基因\BcMMD1克隆-表达-实验计划\MMD1-fs-CDS.tif]
Fig.S1 The alignment of genomic sequences for BrMMD1 alleles in two parental lines. 

[image: C:\Users\CHUMO-XIONG\Desktop\222.emf]
Fig.S2 The alignment of amino acid sequences for two BrMMD1 alleles excluding the MITE insertion.

[image: C:\Users\MAKE\Desktop\Fig.s3.tif]
Fig.S3 Random pollen viability assays for selecting full-sib cross progenies using the co-segregated SV marker HB389 in 2021 and 2022. (A) Pollen viability of 100 fertile individuals with heterozygous genotypes in 2021. (B) Pollen viability of 100 sterile individuals with homozygous genotypes in 2021. (C) Pollen viability of 100 fertile individuals with heterozygous genotypes in 2022. (D) Pollen viability of 100 sterile individuals with homozygous genotypes in 2022. bars=50 μm.
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