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Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.

Reporting on sex and gender

Reporting on race, ethnicity, or
other socially relevant groupings

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
Please select the one below that is the best fit for your research. If you are not sure, read the appropriate sections before making your selection.

Life sciences Behavioural & social sciences Ecological, evolutionary & environmental sciences

For a reference copy of the document with all sections, see nature.com/documents/nr-reporting-summary-flat.pdf

Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

This study collected information on participant sex as noted within the electronic medical record. We note two typos in the
statistical analysis section of the methods where the word 'gender' is erroneously used instead of the word 'sex'. If we are
granted the opportunity to respond to reviewer comments, we will replace the word 'gender' with the correct nomenclature
of 'sex.'

This study collected information on participant race and ethnicity as noted within the electronic medical record. The details
of the IMPACC study have been published in the manuscript and is cited throughout the methods section. For more
information, please see the manuscript published in Science Immunology in 2021 "Immunophenotyping assessment in a
COVID-19 cohort (IMPACC): A prospective longitudinal study" detailing the data collection approach: https://
www.science.org/doi/10.1126/sciimmunol.abf3733

This study collected information on participant comorbitiy, body mass index, time from symptom onset to hospitalization for
COVID-19 infection, levels of respiratory support, SOFA score, prescription of Remdesivir, and clinical laboratory assessment
of D-dimer, BUN, creatinine, and potassium as noted within the electronic medical record. For more information, please see
the manuscript published in Science Immunology in 2021 "Immunophenotyping assessment in a COVID-19 cohort (IMPACC):
A prospective longitudinal study" detailing the data collection approach: https://www.science.org/doi/10.1126/
sciimmunol.abf3733

This study recruited participants admitted to the hospital and diagnosed with an acute case of COVID-19 within the first 48
hours. For more information, please see the manuscript published in Science Immunology in 2021 "Immunophenotyping
assessment in a COVID-19 cohort (IMPACC): A prospective longitudinal study" detailing the data collection approach: https://
www.science.org/doi/10.1126/sciimmunol.abf3733

This study was approved by Drexel's IRB Protocols 2004007753 and 2102008337

The sample size (n=22) was limited by the number of consenting participants recruited during the spring of 2020 and the remaining plasma
samples available for analysis in 2022.

The only cause for a clinical parameter or assayed biomarker to be excluded was due to dataset incompleteness. Any datasets missing greater
than 3 of 22 values were excluded from analysis to reduce potential bias due to incomplete datasets as advised in Dong et al. 2013.

Analysis of immunoglobulin N-glycan profiles and complement deposition were experimentally repeated a minimum of two times. Clinical
data, transcription data, and other parameters were collected in accordance with industry standards and these data have previously been
approved for publication through other IMPACC-sponsored manuscripts.

Patient samples were analyzed for N-glycan profiles in a randomized fashion to avoid bias in the UPLC-FLR-ESI-MS analysis pipeline due to
order of samples run. During analysis of the collected datasets, samples were sorted by their IMPACC trajectory.

Blinding of the samples during analysis was not applicable to this study as the randomized experimental methods used to analyze complement
deposition and N-glycan profiles did not provide opportunity for experimental-bias or participant bias.




