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	Sacro-iliac joints pain (AS)
(n=34)
	Specific HCTR
(n=51)
	P value
	OR=

	CD16A 158aa
(nt559 G/T)
	n=
	af%
	n=
	af%
	
	

	Genotypes
	
	
	
	
	
	

	TT   (FF)
	10
	29.4
	13
	26.0
	ns
	

	TG  (FV)
	15
	44.2
	29
	57.0
	ns
	

	GG (VV)
	9
	26.4
	9
	17.0
	ns
	

	Alleles
	2n=68
	%
	2n=102
	
	
	

	T  (F)
	35
	51.5
	55
	54.0
	ns
	

	G (V)
	33
	48.5
	47
	46.0
	ns
	



	
	Peripheral joints pain (pSPA)
(n=14)
	Specific HCTR
(n=51)
	P value
	OR=

	CD16A 158aa
(nt559 G/T)
	n=
	af%
	n=
	af%
	
	

	TT   (FF)
	2
	14.3
	13
	26.0
	ns
	

	TG  (FV)
	9
	64.3
	29
	57.0
	ns
	

	GG (VV)
	3
	21.4
	9
	17.0
	ns
	

	Alleles
	2n=28
	%
	2n=102
	
	
	

	T  (F)
	13
	46.4
	55
	54.0
	ns
	

	G (V)
	15
	53.6
	47
	46.0
	ns
	



	
	Thoracic spine pain
(n=15)
	Specific HCTR
(n=51)
	P value
	OR=

	CD16A 158aa
(nt559 G/T)
	n=
	af%
	n=
	af%
	
	

	TT   (FF)
	0
	0.0
	13
	26.0
	0.03*
	0.09

	TG  (FV)
	13
	86.7
	29
	57.0
	0.064
	4.93

	GG (VV)
	2
	13.3
	9
	17.0
	ns
	

	Alleles
	2n=30
	%
	2n=102
	
	
	

	T  (F)
	13
	43.4
	55
	54.0
	ns
	

	G (V)
	17
	56.6
	47
	46.0
	ns
	



	
	Pleuro pulmonary pain
(n=10)
	Specific HCTR
(n=51)
	P value
	OR=

	CD16A 158aa
(nt559 G/T)
	n=
	af%
	n=
	af%
	
	

	TT   (FF)
	2
	20.0
	13
	26.0
	ns
	

	TG  (FV)
	7
	70.0
	29
	57.0
	ns
	

	GG (VV)
	1
	10.0
	9
	17.0
	ns
	

	Alleles
	2n=20
	%
	2n=102
	
	
	

	T  (F)
	11
	55.0
	55
	54.0
	ns
	

	G (V)
	9
	45.0
	47
	46.0
	ns
	


	
	Cervical spine, sciatica, uveitis  pain (n=11)
	Specific HCTR
(n=51)
	P value
	OR

	
	
	
	
	
	
	

	CD16A 158aa
(nt559 G/T)
	n=
	af%
	n=
	af%
	
	

	TT   (FF)
	3
	27.3
	13
	26.0
	ns
	

	TG  (FV)
	7
	63.6
	29
	57.0
	ns
	

	GG (VV)
	1
	9.1
	9
	17.0
	ns
	

	Alleles
	2n=22
	%
	2n=102
	
	
	

	T  (F)
	13
	59.0
	55
	54.0
	ns
	

	G (V)
	9
	41.0
	47
	46.0
	ns
	



