Table S4 Some related parameters of three-dimensional structure (3D) prediction of VvZHD genes
	Gene Names
	Models
	[bookmark: OLE_LINK2][bookmark: OLE_LINK3]GMQE
	Methods
	Sequence Similarity
	Ligands

	VvZHD1
	Arabidopsis Thaliana
	0.16
	NMR
	55% 
	-

	VvZHD2
	Arabidopsis Thaliana 
	0.04
	x-ray
	33%
	1×ZN, 1×SO4

	VvZHD3
	Arabidopsis Thaliana
	0.18
	NMR
	56%
	-

	VvZHD4
	Arabidopsis Thaliana
	0.18
	x-ray
	33%
	6×ZN

	VvZHD5
	Arabidopsis Thaliana
	0.11
	NMR
	51%
	-

	VvZHD6
	Arabidopsis Thaliana
	0.18
	x-ray
	35%
	6×ZN

	VvZHD7
	Arabidopsis Thaliana
	0.11
	NMR
	52%
	-

	VvZHD8
	Arabidopsis Thaliana
	0.15
	NMR
	54%
	-

	VvZHD9
	Arabidopsis Thaliana
	0.12
	NMR
	43%
	-

	VvZHD10
	Arabidopsis Thaliana
	0.11
	NMR
	51%
	-

	VvZHD12
	Arabidopsis Thaliana
	0.10
	NMR
	55%
	-



[bookmark: _GoBack]Notes: SO4: Sulfate ion;;
 ZN: Zinc ion
NRM: Nuclear magnetic resonance
GMQE：Global model quality estimation


