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Additional file1: Figure S1. JA biosynthesis and catabolism genes in control, NP1, NP6, P1 and P6 groups do not have different transcript levels.
Coix third leaves were untreated or pretreated with OS for 3 consecutive days. After 4 days of resting, the fourth leaves were treated with OS. After another 1h and 6 h, samples of fourth leaves were collected for analyzing global transcriptomic changes. The relative transcript levels of genes involved in JA biosynthesis and catabolism were retrieved from the RNA-seq data (n = 3). 
[bookmark: OLE_LINK34][bookmark: OLE_LINK35]Additional file2: Table S1. All DEGs in Coix after simulated M. separata herbivory 1h and 6h. Table S2. KOG functional classification of DEGs after OS treatment 1h. Table S3. Enriched GO terms of DEGs in NP1-C. Table S4. KEGG pathway of the DEGs in NP1-C. Table S5. All the DEGs of primed and non-priming groups. Table S6. The comparison of the Mean TPM of common DEGs in P1-C and NP1-C groups. Table S7. The comparison of the Mean TPM of common DEGs in P6 and NP6 groups. Table S8.  The enriched biological processes from the common DEGs of P1-C & NP1-C. Table S9. The enriched biological processes from the unique DEGs of P1- NP1. 
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