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Table S1 Reverse transcription reaction system
	Components
	Volume

	5× Reaction Buffer
	4 μL

	Oligo (dT)18 Primer (100 μM)
	0.5 μL

	Random Hexamer Primer (100 μM)
	0.5 μL

	Servicebio® RT Enzyme Mix
	1 μL

	Total RNA*
	10 μL

	RNase free water
	Make up volume to 20 μL



[bookmark: _Hlk132312572]Table S2 Primer sequences for gene expression analysis
	Gene name 
	Primer sequence
	Length (bp)

	GAPDH
	F: GGTGCTAAGCGTGTCATCATCTC
	179

	
	R: AGACCCTCCACGATGCCAAA
	

	PACSIN3
	F: CTGGCGAAGATTCGGATAAGAT
	132

	
	R: TCTTCTTCACCCAGGGCTTCT
	

	KIF26B
	F: TGGCTATTCAGGCTCATCAGTACC
	159

	
	R: AGGGTTTATCTGCATTGTAGCGG
	

	CAPN3
	F: TGCCTACCCACATACAACAACC
	178

	
	R: CATAGAACTCTGTCACTCCTCCTGT
	

	PLAU
	F: GTGAGCACGATGGCAGGATG
	150

	
	R: AACGACTTTTGGTGAACACTGCAT
	



[bookmark: _Hlk132312594]Table S3 qRT-PCR reaction system
	Components
	Volume

	2× qRT-PCR Mix
	7.5 μL

	2.5 μM Gene Primers (upstream + downstream)
	1.5 μL

	Reverse-transcribed Product (cDNA)
	2.0 μL

	Nuclease-free Water
	4.0 μL



[bookmark: _Hlk132312621]Table S4 qRT-PCR reaction conditions
	Stage 1
	Stage 2 (40 cycles)
	Stage 3 (Melting Curve)

	95℃, 30 s  
Pre-denaturation
	95℃, 15 s Denaturation
	65℃→95℃

	
	60℃, 30 s Annealing/Extension
	Fluorescence signal collected after every 0.5°C increase in temperature



