
Supp Figure 1. ATRX signature, Visual inspection
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Supp Figure 2. AUTS18/CHD8 signatures, Visual inspection

A. AUTS18/CHD8_1

B. AUTS18/CHD8_2
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Supp Figure 3. CdL signature, Visual inspection
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Supp Figure 4. CHARGE signatures, Visual inspection

A. CHARGE/CHD7_1

B. CHARGE/CHD7_2
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Supp Figure 5. Kabuki signatures, Visual inspection

A. Kabuki/KMT2D_1

B. Kabuki/KMT2D_2
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Supp Figure 6. MRXSCJ/KDM5C signatures, Visual inspection
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Supp Figure 7. RSTS/CREBBP signature, Visual inspection
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Supp Figure 8. Sotos/NSD1 signatures, Visual inspection

A. Sotos/NSD1_1

B. Sotos/NSD1_2
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Supp Figure 9. TBRS/DNMT3A signature, Visual inspection
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Supp Figure 10. WDSTS/KMT2A signatures, Visual inspection

A. WDSTS/KMT2A_1

B. WDSTS/KMT2A_2
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