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Table S1. Druggability targets of M. tuberculosis   on the basis of curated data.
	S No.
	Organism
	RV ID
	PDB ID/HM
	Functional Roles


	1. 
	M. tuberculosis   
	Rv0005   
	2ZJT
	DNA GYRASE (SUBUNIT B) GYRB (DNA TOPOISOMERASE (ATP-HYDROLYSING)) (DNA TOPOISOME ... 

	2. 
	M. tuberculosis   
	Rv0006   
	3ILW
	DNA GYRASE (SUBUNIT A) GYRA (DNA TOPOISOMERASE (ATP-HYDROLYSING)) (DNA TOPOISOME ... 

	3. 
	M. tuberculosis   
	Rv0014c  
	3F61
	TRANSMEMBRANE SERINE/THREONINE-PROTEIN KINASE B PKNB (PROTEIN KINASE B) (STPK B) 

	4. 
	M. tuberculosis   
	Rv0129c   
	1DQZ
	SECRETED ANTIGEN 85-C FBPC (85C) (ANTIGEN 85 COMPLEX C) (AG58C) (MYCOLYL TRANSFE ... 

	5. 
	M. tuberculosis   
	Rv0429c   
	3E3U  
	PROBABLE POLYPEPTIDE DEFORMYLASE DEF (PDF) (FORMYLMETHIONINE DEFORMYLASE) 

	6. 
	M. tuberculosis   
	Rv0467   
	1F8M
	ISOCITRATE LYASE ICL (ISOCITRASE) (ISOCITRATASE) 

	7. 
	M. tuberculosis   
	Rv0486   
	HM
	GLYCOSYLTRANSFERASE MSHA 

	8. 
	M. tuberculosis   
	Rv0533c   
	2QO0
	3-OXOACYL-[ACYL-CARRIER-PROTEIN] SYNTHASE III FABH (BETA-KETOACYL-ACP SYNTHASE I ... 

	9. 
	M. tuberculosis   
	Rv0667   
	HM
	DNA-DIRECTED RNA POLYMERASE (BETA CHAIN) RPOB (TRANSCRIPTASE BETA CHAIN) (RNA PO ... 

	10. 
	M. tuberculosis   
	Rv0682   
	HM
	PROBABLE 30S RIBOSOMAL PROTEIN S12 RPSL 

	11. 
	M. tuberculosis   
	Rv0764c   
	2CIB
	CYTOCHROME P450 51 CYP51 (CYPL1) (P450-L1A1) (STEROL 14-ALPHA DEMETHYLASE) (LANO ... 

	12. 
	M. tuberculosis   
	Rv0819   
	1P0H
	MSHD, GCN5-RELATED N-ACETYLTRANSFERASE 

	13. 
	M. tuberculosis   
	Rv0931c   
	1RWI
	TRANSMEMBRANE SERINE/THREONINE-PROTEIN KINASE D PKND (PROTEIN KINASE D) (STPK D) 

	14. 
	M. tuberculosis   
	Rv1007c   
	2X1L
	PROBABLE METHIONYL-TRNA SYNTHETASE METS (MetRS) (Methionine--tRNA ligase) 

	15. 
	M. tuberculosis   
	Rv1082   
	HM
	Mycothiol conjugate amidase Mca (Mycothiol S-conjugate amidase) 

	16. 
	M. tuberculosis   
	Rv1170   
	1Q74
	N-Acetyl-1-D-myo-Inosityl-2-Amino-2-Deoxy-alpha-D-Glucopyranoside Deacetylase ms ... 

	17. 
	M. tuberculosis   
	Rv1207   
	2VP8  
	PROBABLE DIHYDROPTEROATE SYNTHASE 2 FOLP2 (DHPS 2) (Dihydropteroate pyrophosphor ... 

	18. 
	M. tuberculosis   
	Rv1266c   
	HM
	PROBABLE TRANSMEMBRANE SERINE/THREONINE-PROTEIN KINASE H PKNH (PROTEIN KINASE H) ... 

	19. 
	M. tuberculosis   
	Rv1305   
	HM
	PROBABLE ATP SYNTHASE C CHAIN ATPE (LIPID-BINDING PROTEIN) (DICYCLOHEXYLCARBODII ... 

	20. 
	M. tuberculosis   
	Rv1475c   
	HM
	PROBABLE IRON-REGULATED ACONITATE HYDRATASE ACN (Citrate hydro-lyase) (Aconitase ... 

	21. 
	M. tuberculosis   
	Rv1484   
	1ENY
	NADH-DEPENDENT ENOYL-[ACYL-CARRIER-PROTEIN] REDUCTASE INHA (NADH-DEPENDENT ENOYL ... 

	22. 
	M. tuberculosis   
	Rv1568   
	3LV2
	PROBABLE ADENOSYLMETHIONINE-8-AMINO-7-OXONONANOATE AMINOTRANSFERASE BIOA 

	23. 
	M. tuberculosis   
	Rv1837c   
	2GQ3
	PROBABLE MALATE SYNTHASE G GLCB 

	24. 
	M. tuberculosis   
	Rv1878   
	HM
	PROBABLE GLUTAMINE SYNTHETASE GLNA3 (GLUTAMINE SYNTHASE) (GS-I) 

	25. 
	M. tuberculosis   
	Rv1909c   
	HM
	FERRIC UPTAKE REGULATION PROTEIN FURA (FUR) 

	26. 
	M. tuberculosis   
	Rv1915   
	HM
	PROBABLE ISOCITRATE LYASE aceAa [FIRST PART] (ISOCITRASE) (ISOCITRATASE) (ICL) 

	27. 
	M. tuberculosis   
	Rv1916   
	HM
	PROBABLE ISOCITRATE LYASE aceAb [SECOND PART] (ISOCITRASE) (ISOCITRATASE) (ICL) 

	28. 
	M. tuberculosis   
	Rv2027c   
	2VZW  
	TWO COMPONENT SENSOR HISTIDINE KINASE 

	29. 
	M. tuberculosis   
	Rv2109c   
	3MI0
	Proteasome alpha subunit PrcA; assembles with beta subunit PrcB. 

	30. 
	M. tuberculosis   
	Rv2110c   
	3MFE
	Proteasome beta subunit PrcB; assembles with alpha subunit PrcA. 

	31. 
	M. tuberculosis   
	Rv2130c   
	3C8Z  
	Cysteine:1D-myo-inosityl 2-amino-2-deoxy--D-glucopyranoside ligase MshC 

	32. 
	M. tuberculosis   
	Rv2193   
	HM
	PROBABLE CYTOCHROME C OXIDASE (SUBUNIT III) CTAE 

	33. 
	M. tuberculosis   
	Rv2200c   
	HM
	PROBABLE TRANSMEMBRANE CYTOCHROME C OXIDASE (SUBUNIT II) CTAC 

	34. 
	M. tuberculosis   
	Rv2220   
	2BVC
	GLUTAMINE SYNTHETASE GLNA1 (GLUTAMINE SYNTHASE) (GS-I) 

	35. 
	M. tuberculosis   
	Rv2222c   
	HM
	PROBABLE GLUTAMINE SYNTHETASE GLNA2 (GLUTAMINE SYNTHASE) (GS-II) 

	36. 
	M. tuberculosis   
	Rv2234   
	1U2Q
	PHOSPHOTYROSINE PROTEIN PHOSPHATASE PTPA (PROTEIN-TYROSINE-PHOSPHATASE) (PTPase) ... 

	37. 
	M. tuberculosis   
	Rv2245   
	2WGE
	3-OXOACYL-[ACYL-CARRIER PROTEIN] SYNTHASE 1 KASA (BETA-KETOACYL-ACP SYNTHASE) (K ... 

	38. 
	M. tuberculosis   
	Rv2246   
	2GP6  
	3-OXOACYL-[ACYL-CARRIER PROTEIN] SYNTHASE 2 KASB (BETA-KETOACYL-ACP SYNTHASE) (K ... 

	39. 
	M. tuberculosis   
	Rv2276   
	2IJ7
	CYTOCHROME P450 121 CYP121 

	40. 
	M. tuberculosis   
	Rv2428   
	2BMX  
	ALKYL HYDROPEROXIDE REDUCTASE C PROTEIN AHPC (ALKYL HYDROPEROXIDASE C) 

	41. 
	M. tuberculosis   
	Rv2537c   
	3N8K
	3-DEHYDROQUINATE DEHYDRATASE AROD (AROQ) (3-DEHYDROQUINASE) (TYPE II DHQASE) 

	42. 
	M. tuberculosis   
	Rv2629   
	HM
	CONSERVED HYPOTHETICAL PROTEIN 

	43. 
	M. tuberculosis   
	Rv2711   
	2ISY
	IRON-DEPENDENT REPRESSOR AND ACTIVATOR IDER 

	44. 
	M. tuberculosis   
	Rv2763c   
	1DF7
	DIHYDROFOLATE REDUCTASE DFRA (DHFR) (TETRAHYDROFOLATE DEHYDROGENASE) 

	45. 
	M. tuberculosis   
	Rv2860c   
	HM
	PROBABLE GLUTAMINE SYNTHETASE GLNA4 (GLUTAMINE SYNTHASE) (GS-II) 

	46. 
	M. tuberculosis   
	Rv3043c   
	HM
	PROBABLE CYTOCHROME C OXIDASE POLYPEPTIDE I CTAD (CYTOCHROME AA3 SUBUNIT 1) 

	47. 
	M. tuberculosis   
	Rv3132c   
	2W3D
	TWO COMPONENT SENSOR HISTIDINE KINASE DEVS 

	48. 
	M. tuberculosis   
	Rv3247c   
	1GTV
	PROBABLE THYMIDYLATE KINASE TMK (dTMP KINASE) (THYMIDYLIC ACID KINASE) (TMPK) 

	49. 
	M. tuberculosis   
	Rv3566c   
	1W6F
	ARYLAMINE N-ACETYLTRANSFERASE NAT (ARYLAMINE ACETYLASE) 

	50. 
	M. tuberculosis   
	Rv3568c   
	2ZI8
	3,4-DHSA dioxygenase 

	51. 
	M. tuberculosis   
	Rv3602c   
	1N2E
	PROBABLE PANTOATE--BETA-ALANINE LIGASE PANC (PANTOTHENATE SYNTHETASE) (PANTOATE ... 

	52. 
	M. tuberculosis   
	Rv3608c   
	1EYE  
	DIHYDROPTEROATE SYNTHASE 1 FOLP (DHPS 1) (DIHYDROPTEROATE PYROPHOSPHORYLASE 1) ( ... 

	53. 
	M. tuberculosis   
	Rv3710   
	1SR9
	2-ISOPROPYLMALATE SYNTHASE LEUA (ALPHA-ISOPROPYLMALATE SYNTHASE) (ALPHA-IPM SYNT ... 

	54. 
	M. tuberculosis   
	Rv3793   
	HM
	INTEGRAL MEMBRANE INDOLYLACETYLINOSITOL ARABINOSYLTRANSFERASE EMBC (ARABINOSYLIN ... 

	55. 
	M. tuberculosis   
	Rv3794   
	HM
	INTEGRAL MEMBRANE INDOLYLACETYLINOSITOL ARABINOSYLTRANSFERASE EMBA (ARABINOSYLIN ... 

	56. 
	M. tuberculosis   
	Rv3795   
	HM
	INTEGRAL MEMBRANE INDOLYLACETYLINOSITOL ARABINOSYLTRANSFERASE EMBB (ARABINOSYLIN ... 

	57. 
	M. tuberculosis   
	Rv3809c   
	1V0J  
	UDP-GALACTOPYRANOSE MUTASE GLF (UDP-GALP MUTASE) (NAD+-FLAVIN ADENINE DINUCLEOTI ... 

	58. 
	M. tuberculosis   
	Rv3855   
	3G1L
	TRANSCRIPTIONAL REGULATORY REPRESSOR PROTEIN (TETR-FAMILY) ETHR 

	59. 
	M. tuberculosis   
	Rv3919c   
	HM
	PROBABLE GLUCOSE-INHIBITED DIVISION PROTEIN B GID 


Abreaction: HM; Homology Model

