Supporting information

S1 Table. The sequence of primers used for gene expression.

	Classes
	Genes
	Sequence (5’-3’) Forword
	Sequence (5’-3’) Reverse
	References

	Reference
	18S rRNA
GAPDH
	GCTCTTTCTTGATTCTATGGGTGG 
CCATCACTGCCACACAGAAAAC
	GTTAGCAGGCTGAGGTCTCGTTC 
AGGAACACGGAAGGACATACCAG 
	
Li et al. (2017)c

	Phi
	GSTI
	AACAAACAGGGTAGAGGG 
	AAGTTGATGGGCACGA 
	

	
	GSTIII
	AGCAGCCCGACTTCCT 
	CGACTCCACCTCTAGCCAC 
	

	
	GSTIV
	GATCTTGATCCTGCACCC 
	AGCCCACCCGTAAACC 
	

	
	GST8
	GACGCCCACCGCTTCTA 
	GCCGACCTCTGCCACTT 
	

	
	GST9
	GTTCCGCACCTCAGTCAC 
	ACCATTTCGCCACATTCT 
	

	
	GST10
	GGACCACCTCACAACC 
	GGAAGATAATAGCCAAGC 
	

	
	GST11
	GCCGACGAATAAACTACCT 
	GCAAACGACGGAATGG 
	

	
	GST12
	TGCCAAACTCCCACTACATC 
	AAGCCTGACGACCACGAA 
	

	
	GST13
	ATCCGCACCGACACCTTC 
	CCGTCCCGTACAGCTTCT 
	

	
	GST14
	GCTGCTGGACATCTACGAG 
	TCCCACCACTTGCTGACG 
	

	
	GST15
	CCTCACGCTCTTTGAATCCC 
	CGAAGCACTCCACCACGAT 
	

	
	GST16
	ATGTAAGGAGGTGGTGGG 
	TTGTCCGAGGCTCTGTTC 
	

	Zeta
	GST17
	TAGTGCGTTCAATGGCT 
	GGACTCAACAACAAATCG 
	

	
	GST18
	GCATCCACTCCTGCCTAA 
	TCGCTCTGAATCCCTTGT 
	

	Tau
	BZ2
	GCATCCACTCCTGCCTAA 
	TGGACCCTGAACTGAGCC 
	

	
	GST5
	CGCCAAGAACCTCTACCCG 
	GCTGCCACCGCTGACAAT 
	

	
	GST6
	GCTGCTGGACTTCTGGGTG 
	TGGAGGATGACGAGCGACT 
	

	
	GST7
	TACGCCAGCCAGAACG 
	GCTCGCCAAGAACCCT 
	

	
	GST20
	GAGTCGCTCGTCATCC 
	AACAGCCGGTTCCAC 
	

	
	GST21
	CTCCTCGCCTACTTCACTAA
	GAAACGCCCGCCATAC
	Li et al. (2017)a

	
	GST22
	GCGCTCAGCCTCAAA 
	GTCGGATGGAAGGAAAT 
	Li et al. (2017)c

	
	GST23
	AACGCTGCTCTGTACCCG 
	GAACCACCCGACGACGAT 
	

	
	GST24
	TCACGCACAACCCAGTCC 
	CGATGAAGTCAGCCCAGAA 
	

	
	GST25
	CTGAAGGTGCTGGGCCTGTG 
	TGATCTGGGACTCGTTTACGG 
	

	
	GST26
	AGGGTCTGACGCTGTTGGG 
	GCACGGGCACCTTCTTGT 
	

	
	GST27
	GACCTGCTCCTCGCCTCCAA
	CCTCCAGCGTGTCCATAGCG
	Li et al. (2017)a

	
	GST28
	GAGGACCTGGGCAACAA 
	GAGCGACTCGGAGATGG 
	Li et al. (2017)c

	
	GST30
	CGCCATAAACGAGTCCCA 
	GCACCTGAACAGCATCCC 
	

	
	GST31
	ATGTCGGCTGGGTGAAG 
	GCGGGAGCATTGATAGG 
	

	
	GST32
	GCCCGTCCTCATCCACAA 
	CCCTTCCTGCCTTTAGCC 
	

	
	GST33
	CGGGCAATGAGGGTCTTA 
	TGTGGATGAGCACGGGTA 
	

	
	GST34
	GTGAAGGCGGTGGA GAA 
	TTTGGGAGCATTGATAG 
	Li et al. (2017)b

	
	GST35
	GACGATGGGCGGAGAAGA 
	GCACGATGACCTGCGACT 
	Li et al. (2017)c

	
	GST36
	GACCTGCTCCGCCACAA 
	CGGTGAAGATCGGGTACAGA 
	

	
	GST37
	CAACCTGGACAGCAAGAGC 
	AAGAGCTTGTCGTCGGCGTA 
	

	
	GST39
	AAGGTGCCCGTGCTCATCC 
	CAACTTGTCGTCGGCGTAG 
	

	
	GST41
	TCGACTACGTGGAGGAGGACC 
	GCGAAGTGGCACCAGAACC 
	

	
	GST42
	GCTTCTGGGCCGCCTACAT 
	ACCGTCACGACCGACTGCT 
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