Supplementary table 1. Data quality control of sequencing samples

	Sample Name
	Effective Tags
	AvgLen(nt)
	Q30
	OTU

	Fungi
	DSB0
	65977.67 
	225.00 
	96.57 
	34

	
	DSB1
	65908.00 
	227.67 
	92.75 
	30

	
	DSB2
	66255.33 
	258.00 
	85.71 
	32

	
	DSB3
	67054.67 
	231.00 
	90.34 
	38

	
	CKB0
	84053 
	226 
	96.74 
	52

	
	CKB1
	84046 
	226 
	93.44 
	63

	
	CKB2
	84050 
	226 
	95.09 
	136

	
	CKB3
	86086 
	224 
	97.48 
	219

	
	DSJ0
	63868.67 
	261.67 
	86.88 
	87

	
	DSJ1
	63926.00 
	270.00 
	82.12 
	85

	
	DSJ2
	66978.33 
	268.33 
	82.57 
	58

	
	DSJ3
	65032.00 
	266.00 
	83.45 
	64

	
	CKJ0
	77729 
	262 
	86.90 
	181

	
	CKJ1
	70992 
	278 
	83.44 
	278

	
	CKJ2
	76294 
	257 
	87.40 
	411

	
	CKJ3
	72063 
	255 
	90.64 
	463

	Bacteria
	DSB0
	64306.33 
	406.33 
	95.65 
	29

	
	DSB1
	65540.00 
	407.33 
	95.96 
	40

	
	DSB2
	63211.33 
	409.00 
	95.04 
	45

	
	DSB3
	57867.67 
	419.67 
	94.91 
	36

	
	CKB0
	65933 
	406 
	95.65 
	31

	
	CKB1
	66742 
	406 
	95.59 
	24

	
	CKB2
	63291 
	408 
	93.49 
	96

	
	CKB3
	65923 
	413 
	93.02 
	91

	
	DSJ0
	67952.67 
	405.67 
	95.68 
	28

	
	DSJ1
	66054.33 
	406.33 
	95.99 
	27

	
	DSJ2
	65253.00 
	407.00 
	95.21 
	30

	
	DSJ3
	62429.67 
	407.00 
	95.26 
	27

	
	CKJ0
	65399 
	406 
	95.65
	28

	
	CKJ1
	65923 
	406 
	94.31
	45

	
	CKJ2
	66429 
	406 
	93.21
	32

	
	CKJ3
	60179 
	403 
	93.20 
	102


Supplementary table 2. Variation analysis between groups or replicates
	Group
	R-value
	P-value
	Group
	R-value
	P-value

	DSJ3-DSJ0
	0.3704
	0.2
	DSJ2-DSB2
	0.4444
	0.1

	DSB1-DSJ0
	1
	0.1
	DSJ1-DSJ0
	0.07407
	0.3

	DSB1-DSJ3
	0.2593
	0.1
	DSJ1-DSJ3
	0.1481
	0.2

	DSB3-DSJ0
	1
	0.1
	DSJ1-DSB1
	0.7778
	0.1

	DSB3-DSJ3
	0.4444
	0.1
	DSJ1-DSB3
	0.7778
	0.1

	DSB3-DSB1
	0.5185
	0.1
	DSJ1-DSB2
	0.7037
	0.1

	DSB2-DSJ0
	1
	0.1
	DSJ1-DSJ2
	-0.1852
	0.8

	DSB2-DSJ3
	0.3889
	0.1
	DSB0-DSJ0
	0.8148
	0.1

	DSB2-DSB1
	0.5556
	0.1
	DSB0-DSJ3
	0
	0.6

	DSB2-DSB3
	0.09259
	0.2
	DSB0-DSB1
	0.07407
	0.3

	DSJ2-DSJ0
	0.2593
	0.2
	DSB0-DSB3
	0.1481
	0.2

	DSJ2-DSJ3
	-0.1481
	0.8
	DSB0-DSB2
	0.2963
	0.1

	DSJ2-DSB1
	0.3704
	0.1
	DSB0-DSJ2
	0.1481
	0.2

	DSJ2-DSB3
	0.4444
	0.1
	DSB0-DSJ1
	0.6296
	0.1


Note: 1 > R-value > -1, R-value >0 means that there was significant difference between two groups;R-value < 0 indicates the variability within group were higher than that between two groups. P-value presents the reliability of statistical analysis and p＜0.05 indicates significant differences in treatments at 0.05 level (p＜0.05)
