Table S1
The sequences of oligonucleotides used in the study.

	Gene
	Forward primer (5′→3′)
	Reverse primer (5′→3′)
	Product
	Purpose

	DAZL1
	CATGGCCCTGTAGCTGAGG
	ACCAGCAACTTCCCATGTAACT
	1064bp
	Outer primer

	DAZL1
	AAAGAATTCTGATGGCGGCTCCCTCGTGT
	AAAGGTACCTCAAACAGATTTAAGCATTGCCCGA
	950bp
	Coding sequence

	DAZL2
	GGCTCCTTTGACCACTCGAA
	ACCAGCAACTTCCCATGTAACT
	1053bp
	Outer primer

	DAZL2
	AAAGAATTCTCATGTCTACTGCAAATCCTGAAACT
	AAAGGTACCTCAAACAGATTTAAGCATTGCCCGA
	890bp
	Coding sequence

	DAZL1/2
	CCTGCAATCGGGAAACAAAAT
	ATTTTGTTTCCCGATTGCAGG
	/
	mutagenesis

	ACTB
	ATCATTGCTCCTCCTGAGCG
	AACAACGCATCTCATATTTGGAA
	416bp
	Control primer

	DAZL-1
	CGACAGAAAAGCTCGCCTGA
	ATTCATCGTGGTTGTGGGCT
	514bp
	Variant 1-specific

	DAZL-2
	CCTGCCGCCATCATGTCT
	ATTCATCGTGGTTGTGGGCT
	489bp
	Variant 2-specific

	JAK2
	CACATGAGGGCTGGTGTTCA
	ATTGGCAGTCAGCAGCTCAA
	463bp
	RIP-qPCR

	MCM8
	TGACTAGCCAAAGAGGTGGA
	GACCCAGGTGGAGTGCTTTA
	586bp
	RIP-qPCR


Table S2 
Correlation between DAZL mRNA expression and clinicopathological factors in LUAD and LUSC patients. 
	Parameters
	
	LUAD
	
	
	
	LUSC
	
	

	
	n
	High#
	Low 
	P
	
	n
	High
	Low 
	P

	Age
	
	
	
	
	
	
	
	
	

	<60
	100
	40
	60
	0.26
	
	74
	37
	37
	0.89

	>=60
	243
	114
	129
	
	
	326
	161
	165
	

	Gender
	
	
	
	
	
	
	
	
	

	Male
	170
	69
	101
	0.059
	
	298
	154
	144
	0.48

	Female
	173
	85
	88
	
	
	102
	44
	58
	

	Tumor grade
	
	
	
	
	
	
	
	
	

	I
	179
	88
	91
	0.028*
	
	193
	94
	99
	0.26

	II +III+IV
	164
	66
	98
	
	
	207
	104
	103
	

	TNM stage
	
	
	
	
	
	
	
	
	

	Tumor (T)
	
	
	
	
	
	
	
	
	

	T1
	102
	53
	49
	0.023*
	
	89
	44
	45
	0.86

	T2+T3+T4
	241
	101
	140
	
	
	311
	154
	157
	

	Node (N)
	
	
	
	
	
	
	
	
	

	N0
	220
	103
	117
	0.12
	
	254
	122
	132
	0.28

	N1+N2+N3
	123
	51
	72
	
	
	146
	76
	70
	

	Metastasis(M)
	
	
	
	
	
	
	
	
	

	M0
	322
	144
	178
	0.85
	
	394
	197
	197
	0.43

	M1
	21
	10
	11
	
	
	6
	1
	5
	


# Patients were divided into low and high expression groups based on median DAZL expression levels in TCGA cohort.

Table S3  

Clinic pathologic factors and immunochemistry (IHC) scores in lung tissue microarray 
	Number
	Pos
	Age
	Sex
	Organ
	Pathology diagnosis
	TNM
	Grade
	Stage
	Type
	IHC score

	1
	A1
	65
	M
	Lung
	Squamous cell carcinoma
	T3N1M0
	1
	IIIA
	Malignant
	1

	2
	A2
	43
	F
	Lung
	Squamous cell carcinoma
	T2N1M0
	2
	IIA
	Malignant
	0

	3
	A3
	46
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	2
	IB
	Malignant
	1

	4
	A4
	56
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	2
	IB
	Malignant
	1

	5
	A5
	59
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	2
	IB
	Malignant
	1

	6
	A6
	66
	M
	Lung
	Squamous cell carcinoma
	T2N1M0
	2
	IIB
	Malignant
	0

	7
	A7
	57
	M
	Lung
	Squamous cell carcinoma
	T3N2M0
	2
	IIIA
	Malignant
	0

	8
	A8
	45
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	2
	I
	Malignant
	1

	9
	A9
	68
	M
	Lung
	Squamous cell carcinoma
	T2N2M0
	2
	IIIA
	Malignant
	2

	10
	A10
	41
	M
	Lung
	Squamous cell carcinoma
	T2N2M0
	2
	IIIA
	Malignant
	0

	11
	A11
	69
	M
	Lung
	Squamous cell carcinoma
	T2N2M0
	2
	IIIA
	Malignant
	0

	12
	A12
	65
	M
	Lung
	Squamous cell carcinoma
	T3N0M0
	2
	IIB
	Malignant
	1

	13
	B1
	47
	M
	Lung
	Squamous cell carcinoma
	T1N0M0
	2
	IA
	Malignant
	1

	14
	B2
	50
	F
	Lung
	Squamous cell carcinoma
	T2N0M0
	2
	I
	Malignant
	0

	15
	B3
	44
	M
	Lung
	Squamous cell carcinoma
	T2N1M0
	2
	IIB
	Malignant
	1

	16
	B4
	63
	M
	Lung
	Squamous cell carcinoma
	T2N1M0
	2
	IB
	Malignant
	1

	17
	B5
	63
	M
	Lung
	Squamous cell carcinoma
	T3N1M0
	2
	IIIA
	Malignant
	1

	18
	B6
	61
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	2
	IB
	Malignant
	2

	19
	B7
	50
	M
	Lung
	Squamous cell carcinoma
	T3N1M0
	2
	IIIA
	Malignant
	1

	20
	B8
	66
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	2
	IB
	Malignant
	1

	21
	B9
	61
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	22
	B10
	59
	M
	Lung
	Squamous cell carcinoma
	T2N1M0
	3
	II
	Malignant
	1

	23
	B11
	55
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	24
	B12
	43
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	25
	C1
	65
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	26
	C2
	59
	M
	Lung
	Adenosquamous carcinoma
	T2N0M0
	-
	IB
	Malignant
	1

	27
	C3
	63
	M
	Lung
	Squamous cell carcinoma
	T3N2M0
	3
	IIIA
	Malignant
	1

	28
	C4
	61
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	29
	C5
	51
	M
	Lung
	Squamous cell carcinoma with necrosis
	T3N1M0
	2
	IIIA
	Malignant
	1

	30
	C6
	61
	M
	Lung
	Squamous cell carcinoma
	T3N1M0
	3
	IIIA
	Malignant
	1

	31
	C7
	38
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	32
	C8
	66
	M
	Lung
	Squamous cell carcinoma with necrosis
	T3N1M0
	3
	IIIA
	Malignant
	1

	33
	C9
	56
	M
	Lung
	Squamous cell carcinoma
	T2N1M0
	3
	IIA
	Malignant
	1

	34
	C10
	56
	M
	Lung
	Squamous cell carcinoma
	T1N2M0
	3
	IIIA
	Malignant
	2

	35
	C11
	51
	F
	Lung
	Squamous cell carcinoma
	T2N2M0
	3
	IIIA
	Malignant
	2

	36
	C12
	54
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	I
	Malignant
	2

	37
	D1
	60
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	2
	IB
	Malignant
	0

	38
	D2
	44
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	39
	D3
	55
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	40
	D4
	71
	M
	Lung
	Squamous cell carcinoma
	T1N0M0
	3
	IA
	Malignant
	1

	41
	D5
	61
	M
	Lung
	Squamous cell carcinoma
	T2N0M0
	3
	IB
	Malignant
	0

	42
	D6
	68
	M
	Lung
	Adenosquamous carcinoma
	T2N0M0
	-
	IIA
	Malignant
	2

	43
	D7
	64
	F
	Lung
	Adenosquamous carcinoma
	T2N0M0
	-
	IB
	Malignant
	1

	44
	D8
	42
	M
	Lung
	Mucinous adenocarcinoma
	T3N1M0
	1
	IIIA
	Malignant
	0

	45
	D9
	51
	M
	Lung
	Mucinous adenocarcinoma
	T4N2M0
	1
	IIIB
	Malignant
	0

	46
	D10
	47
	M
	Lung
	Mucinous adenocarcinoma
	T2N0M0
	2
	IB
	Malignant
	1

	47
	D11
	68
	M
	Lung
	Adenocarcinoma
	T2N1M1
	2
	IV
	Malignant
	1

	48
	D12
	34
	F
	Lung
	Adenocarcinoma
	T2N0M0
	2
	IB
	Malignant
	2

	49
	E1
	58
	M
	Lung
	Adenocarcinoma
	T2N0M0
	2
	IB
	Malignant
	1

	50
	E2
	68
	M
	Lung
	Adenocarcinoma
	T2N1M0
	2
	IIB
	Malignant
	1

	51
	E3
	51
	M
	Lung
	Adenocarcinoma
	T3N1M0
	2
	IIIA
	Malignant
	2

	52
	E4
	63
	F
	Lung
	Adenocarcinoma
	T2N1M0
	2
	IIB
	Malignant
	1

	53
	E5
	44
	F
	Lung
	Adenocarcinoma
	T2N1M0
	2
	IIB
	Malignant
	1

	54
	E6
	56
	F
	Lung
	Adenocarcinoma
	T2N1M0
	2
	II
	Malignant
	1

	55
	E7
	58
	F
	Lung
	Adenocarcinoma
	T2N0M0
	2
	IB
	Malignant
	1

	56
	E8
	56
	F
	Lung
	Adenocarcinoma
	T1N0M0
	2
	IA
	Malignant
	2

	57
	E9
	67
	M
	Lung
	Adenocarcinoma
	T2N1M0
	2
	IIB
	Malignant
	1

	58
	E10
	59
	M
	Lung
	Adenocarcinoma
	T3N1M0
	2
	IIIA
	Malignant
	1

	59
	E11
	61
	M
	Lung
	Adenocarcinoma with necrosis
	T2N0M0
	2
	IB
	Malignant
	0

	60
	E12
	50
	M
	Lung
	Adenocarcinoma with necrosis
	T2N0M0
	2
	IB
	Malignant
	2

	61
	F1
	61
	F
	Lung
	Adenocarcinoma
	T2N1M0
	2
	IIB
	Malignant
	1

	62
	F2
	68
	F
	Lung
	Adenocarcinoma
	T3N1M0
	2
	IIIA
	Malignant
	0

	63
	F3
	66
	M
	Lung
	Adenocarcinoma
	T2N1M0
	2
	IIB
	Malignant
	1

	64
	F4
	72
	M
	Lung
	Adenocarcinoma
	T1N0M0
	2
	IA
	Malignant
	1

	65
	F5
	65
	F
	Lung
	Adenocarcinoma
	T2N0M0
	2
	IB
	Malignant
	1

	66
	F6
	57
	M
	Lung
	Adenocarcinoma
	T2N1M0
	2
	IIB
	Malignant
	1

	67
	F7
	50
	M
	Lung
	Adenocarcinoma
	T2N1M0
	3
	IIB
	Malignant
	1

	68
	F8
	70
	M
	Lung
	Adenocarcinoma with necrosis
	T2N0M0
	2
	IB
	Malignant
	1

	69
	F9
	68
	M
	Lung
	Adenocarcinoma
	T2N0M0
	2
	IB
	Malignant
	2

	70
	F10
	57
	M
	Lung
	Adenocarcinoma
	T2N0M0
	3
	IB
	Malignant
	2

	71
	F11
	51
	F
	Lung
	Adenocarcinoma
	T2N0M0
	3
	IB
	Malignant
	0

	72
	F12
	71
	F
	Lung
	Adenocarcinoma
	T2N1M0
	3
	IIB
	Malignant
	2

	73
	G1
	64
	F
	Lung
	Adenocarcinoma
	T2N0M0
	2
	IIA
	Malignant
	2

	74
	G2
	50
	M
	Lung
	Adenocarcinoma
	T3N1M0
	2
	IIIA
	Malignant
	1

	75
	G3
	53
	M
	Lung
	Adenocarcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	76
	G4
	60
	M
	Lung
	Adenocarcinoma
	T2N1M0
	3
	IIA
	Malignant
	1

	77
	G5
	48
	F
	Lung
	Adenocarcinoma
	T2N0M0
	3
	IB
	Malignant
	0

	78
	G6
	59
	F
	Lung
	Adenocarcinoma
	T3N1M0
	3
	IIIA
	Malignant
	1

	79
	G7
	54
	F
	Lung
	Adenocarcinoma
	T2N0M0
	2
	I
	Malignant
	2

	80
	G8
	50
	M
	Lung
	Adenocarcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	81
	G9
	60
	M
	Lung
	Adenocarcinoma
	T2N2M0
	3
	IIIA
	Malignant
	1

	82
	G10
	60
	F
	Lung
	Adenocarcinoma
	T2N2M0
	3
	IIIA
	Malignant
	2

	83
	G11
	35
	F
	Lung
	Adenocarcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	84
	G12
	67
	M
	Lung
	necrosis
	T3N0M0
	-
	IIIA
	Malignant
	*

	85
	H1
	76
	M
	Lung
	Adenocarcinoma
	T2N1M0
	3
	IIB
	Malignant
	0

	86
	H2
	57
	F
	Lung
	Adenocarcinoma
	T2N2M0
	3
	IB
	Malignant
	0

	87
	H3
	59
	M
	Lung
	Adenocarcinoma
	T2N1M0
	3
	IIB
	Malignant
	0

	88
	H4
	65
	M
	Lung
	Adenocarcinoma
	T3N0M0
	3
	IIB
	Malignant
	0

	89
	H5
	53
	F
	Lung
	Adenocarcinoma
	T2N2M0
	3
	IIIA
	Malignant
	0

	90
	H6
	49
	M
	Lung
	Adenocarcinoma
	T2N0M0
	3
	IB
	Malignant
	1

	91
	H7
	65
	M
	Lung
	Adenocarcinoma
	T2N0M0
	2
	IB
	Malignant
	2

	92
	H8
	51
	F
	Lung
	Adenocarcinoma
	T1N0M0
	2
	I
	Malignant
	0

	93
	H9
	72
	M
	Lung
	necrosis
	T1N0M0
	-
	I
	Malignant
	*

	94
	H10
	60
	M
	Lung
	Adenocarcinoma
	T2N1M0
	2
	IIB
	Malignant
	1

	95
	H11
	52
	M
	Lung
	Adenocarcinoma 
	T2N0M0
	2
	IB
	Malignant
	0

	96
	H12
	53
	M
	Lung
	Adenocarcinoma
	T4N0M0
	3
	IIIB
	Malignant
	1

	97
	I1
	64
	F
	Lung
	Adenocarcinoma 
	T2N0M0
	3
	IB
	Malignant
	0

	98
	I2
	70
	M
	Lung
	Adenocarcinoma
	T3N1M0
	3
	IIIA
	Malignant
	1

	99
	I3
	65
	M
	Lung
	Adenocarcinoma
	T2N0M0
	3
	IB
	Malignant
	0

	100
	I4
	48
	F
	Lung
	Small cell carcinoma
	T2N0M0
	-
	IB
	Malignant
	3

	101
	I5
	39
	M
	Lung
	Small cell carcinoma
	T2N1M0
	-
	IIB
	Malignant
	2

	102
	I6
	42
	F
	Lung
	Small cell carcinoma
	T4N1M0
	-
	IIIA
	Malignant
	2

	103
	I7
	73
	M
	Lung
	Small cell carcinoma
	T3N1M0
	-
	IIIA
	Malignant
	2

	104
	I8
	73
	M
	Lung
	Small cell carcinoma
	T2N2M0
	-
	IB
	Malignant
	2

	105
	I9
	44
	M
	Lung
	Small cell carcinoma
	T1N1M0
	-
	IIIA
	Malignant
	2

	106
	I10
	60
	M
	Lung
	Small cell carcinoma
	T1N0M0
	-
	I
	Malignant
	0

	107
	I11
	53
	M
	Lung
	Atypical carcinoid
	T2N0M0
	-
	IB
	Malignant
	2

	108
	I12
	36
	F
	Lung
	Atypical carcinoid
	T2N0M0
	-
	IB
	Malignant
	2

	109
	J1
	49
	M
	Lung
	Atypical carcinoid
	T4N2M0
	-
	IIIB
	Malignant
	1

	110
	J2
	43
	M
	Lung
	Carcinoid
	T2N0M0
	-
	IB
	Malignant
	3

	111
	J3
	46
	M
	Lung
	Lung tissue
	-
	-
	-
	Normal
	0

	112
	J4
	19
	M
	Lung
	Lung tissue
	-
	-
	-
	Normal
	0

	113
	J5
	47
	M
	Lung
	Lung tissue
	-
	-
	-
	Normal
	0

	114
	J6
	30
	M
	Lung
	Lung tissue
	-
	-
	-
	Normal
	0

	115
	J7
	25
	M
	Lung
	Lung tissue
	-
	-
	-
	Normal
	0

	116
	J8
	19
	F
	Lung
	Lung tissue
	-
	-
	-
	Normal
	0

	117
	J9
	15
	F
	Lung
	Lung tissue
	-
	-
	-
	Normal
	0

	118
	J10
	41
	F
	Lung
	Lung tissue
	-
	-
	-
	Normal
	0

	119
	J11
	47
	M
	Lung
	Lung tissue
	-
	-
	-
	Normal
	0

	120
	J12
	24
	M
	Lung
	Lung tissue 
	-
	-
	-
	Normal
	0


Table S4 
Correlation between DAZL protein expression and clinic pathologic factors in LUAD and LUSC patients. 

	Parameters
	
	LUAD
	
	
	
	LUSC
	
	

	
	n
	High#
	low
	P
	
	n
	high
	low
	P

	Age
	
	
	
	0.940
	
	
	
	
	0.751

	<60
	27
	20
	7
	
	
	22
	18
	4
	

	>=60
	24
	18
	6
	
	
	18
	14
	4
	

	Gender
	
	
	
	0.282
	
	
	
	
	0.0520

	Male
	30
	24
	6
	
	
	37
	31
	6
	

	Female
	21
	14
	7
	
	
	3
	1
	2
	

	Tumor grade
	
	
	
	0.028
	
	
	
	
	0.039

	I/II
	29
	25
	4
	
	
	22
	15
	7
	

	III
	22
	13
	9
	
	
	18
	17
	1
	

	TNM stage
	
	
	
	
	
	
	
	
	

	Tumor (T)
	
	
	
	0.972
	
	
	
	
	

	T1+T2
	43
	32
	8
	
	
	31
	24
	7
	0.449

	T3+T4
	8
	6
	5
	
	
	9
	8
	1
	

	Node (N)
	
	
	
	0.378
	
	
	
	
	

	N0
	26
	18
	8
	
	
	21
	18
	3
	0.342

	N1+N2
	25
	20
	5
	
	
	19
	14
	5
	


# Patients were divided into two groups based on immunohistochemistry (IHC) scores: high expression (IHC score ≥2) and low expression (IHC score <2).

Table S5 

Differentially expressed proteins between A549-shDAZL and A549-shNC cells identified by Tandem mass tag (TMT)-based quantitative proteomics analysis.
	Accession
	Protein name
	Gene name
	shDAZL/shNC
	T test p value

	Q99715
	Collagen alpha-1(XII) chain
	COL12A1
	4.878422418
	0.001882632

	Q14264
	Endogenous retrovirus group 3 member 1 Env polyprotein
	ERV3-1
	4.846133205
	0.003982012

	P54710
	Sodium/potassium-transporting ATPase subunit gamma
	FXYD2
	4.667872211
	0.001123999

	P26232
	Catenin alpha-2
	CTNNA2
	4.636201635
	0.002526259

	Q6P3R8
	Serine/threonine-protein kinase Nek5
	NEK5
	4.574597563
	0.000611806

	Q2KJY2
	Kinesin-like protein KIF26B
	KIF26B
	4.318680517
	3.61064E-05

	Q8NG31
	Kinetochore scaffold 1
	KNL1
	4.240895005
	0.002087217

	Q86X45
	Protein tilB homolog
	LRRC6
	4.127314215
	0.002295362

	P04732
	Metallothionein-1E
	MT1E
	3.853067802
	0.007101194

	Q8IZ26
	Zinc finger protein 34
	ZNF34
	3.754370736
	0.000328206

	Q12947
	Forkhead box protein F2
	FOXF2
	3.611102108
	0.002662037

	A4D1E1
	Zinc finger protein 804B
	ZNF804B
	3.596292713
	0.004678962

	Q5VT66
	Mitochondrial amidoxime-reducing component 1
	MARC1
	3.464123729
	0.001488636

	P19075
	Tetraspanin-8
	TSPAN8
	3.354585283
	0.000155506

	Q92623
	Tetratricopeptide repeat protein 9A
	TTC9
	3.2623554
	0.001218352

	Q8NEZ4
	Histone-lysine N-methyltransferase 2C
	KMT2C
	3.210715098
	0.00092446

	Q8NI51
	Transcriptional repressor CTCFL
	CTCFL
	3.180565803
	0.000150107

	Q5CZC0
	Fibrous sheath-interacting protein 2
	FSIP2
	3.169205562
	0.000729297

	Q9BY84
	Dual specificity protein phosphatase 16
	DUSP16
	3.094554656
	0.012196712

	O15078
	Centrosomal protein of 290 kDa
	CEP290
	2.942380283
	0.001295794

	Q8N119
	Matrix metalloproteinase-21
	MMP21
	2.885475373
	0.003042903

	P51805
	Plexin-A3
	PLXNA3
	2.822932328
	0.000408715

	Q92968
	Peroxisomal membrane protein PEX13
	PEX13
	2.725863068
	0.000968126

	Q6RI45
	Bromodomain and WD repeat-containing protein 3
	BRWD3
	2.689769809
	0.003173488

	Q9BZR9
	E3 ubiquitin-protein ligase TRIM8
	TRIM8
	2.602238708
	0.024620056

	Q1RN00
	Putative uncharacterized protein LOC151760
	
	2.568248319
	0.020009183

	Q8IYK2
	Coiled-coil domain-containing protein 105
	CCDC105
	2.531269763
	0.000702851

	Q9C0B9
	Zinc finger CCHC domain-containing protein 2
	ZCCHC2
	2.512351125
	0.001780016

	Q12893
	Transmembrane protein 115
	TMEM115
	2.416786601
	0.005522274

	Q5EBM4
	Putative zinc finger protein 542
	ZNF542P
	2.370237104
	0.001265641

	Q8TCB0
	Interferon-induced protein 44
	IFI44
	2.364757291
	0.001049017

	Q8N831
	Testis-specific Y-encoded-like protein 6
	TSPYL6
	2.36157192
	0.001213132

	Q6DN14
	Multiple C2 and transmembrane domain-containing protein 1
	MCTP1
	2.342235535
	0.000709869

	Q96RD9
	Fc receptor-like protein 5
	FCRL5
	2.328524577
	0.001115525

	Q9BYS8
	Leucine-rich repeat-containing protein 2
	LRRC2
	2.317648663
	0.000708219

	Q96HV5
	Transmembrane protein 41A
	TMEM41A
	2.306587232
	0.000801998

	Q8N5C8
	TGF-beta-activated kinase 1 and MAP3K7-binding protein 3
	TAB3
	2.220166654
	0.002439429

	P00488
	Coagulation factor XIII A chain
	F13A1
	2.193281506
	0.002011415

	P19013
	Keratin, type II cytoskeletal 4
	KRT4
	2.157802352
	0.025450375

	Q04759
	Protein kinase C theta type
	PRKCQ
	2.153205642
	0.003411155

	Q8IYP2
	Serine protease 58
	PRSS58
	2.132949209
	0.00123752

	Q7RTW8
	Otoancorin
	OTOA
	2.071396283
	0.002180065

	P17735
	Tyrosine aminotransferase
	TAT
	2.044935289
	0.002136086

	O15547
	P2X purinoceptor 6
	P2RX6
	0.494297308
	0.001674444

	O75385
	Serine/threonine-protein kinase ULK1
	ULK1
	0.492163237
	0.01450229

	P01266
	Thyroglobulin
	TG
	0.488871691
	0.002500295

	Q02535
	DNA-binding protein inhibitor ID-3
	ID3
	0.485763881
	0.000151554

	Q9HCR9
	Dual 3',5'-cyclic-AMP and -GMP phosphodiesterase 11A
	PDE11A
	0.480743762
	0.000492259

	P32926
	Desmoglein-3
	DSG3
	0.474628105
	0.003929563

	Q75T13
	GPI inositol-deacylase
	PGAP1
	0.45978321
	0.001634822

	P51815
	Zinc finger protein 75D
	ZNF75D
	0.458929902
	0.003592566

	P54802
	Alpha-N-acetylglucosaminidase
	NAGLU
	0.458495835
	0.001578552

	Q8TAD7
	Overexpressed in colon carcinoma 1 protein
	OCC1
	0.452756343
	0.009406099

	O60674
	Tyrosine-protein kinase JAK2
	JAK2
	0.450809276
	0.001491046

	P31644
	Gamma-aminobutyric acid receptor subunit alpha-5
	GABRA5
	0.443799411
	0.000295551

	Q6ZSB9
	Zinc finger and BTB domain-containing protein 49
	ZBTB49
	0.443600446
	0.001772472

	P38570
	Integrin alpha-E
	ITGAE
	0.439930702
	0.00436366

	O60281
	Zinc finger protein 292
	ZNF292
	0.438395235
	0.015420701

	P29033
	Gap junction beta-2 protein
	GJB2
	0.412931015
	0.00125907

	Q53SF7
	Cordon-bleu protein-like 1
	COBLL1
	0.412032811
	0.002225686

	Q5T5N4
	Uncharacterized protein C6orf118
	C6orf118
	0.409718281
	0.000969743

	P42262
	Glutamate receptor 2
	GRIA2
	0.391349768
	0.000662492

	Q9BRB3
	Phosphatidylinositol N-acetylglucosaminyltransferase subunit Q
	PIGQ
	0.385626467
	0.001342116

	Q9H3Z4
	DnaJ homolog subfamily C member 5
	DNAJC5
	0.366581778
	0.001146218

	Q8TD26
	Chromodomain-helicase-DNA-binding protein 6
	CHD6
	0.360015763
	0.002868007

	Q9UQ16
	Dynamin-3
	DNM3
	0.352845049
	0.002253756

	Q96C92
	Endosome-associated-trafficking regulator 1
	ENTR1
	0.336289608
	0.002021927

	Q8TEK3
	Histone-lysine N-methyltransferase, H3 lysine-79 specific
	DOT1L
	0.327045842
	0.000774942

	Q86W25
	NACHT, LRR and PYD domains-containing protein 13
	NLRP13
	0.321924059
	0.00210574

	Q6BDS2
	UHRF1-binding protein 1
	UHRF1BP1
	0.305175228
	0.001804195

	Q76NI1
	Kinase non-catalytic C-lobe domain-containing protein 1
	KNDC1
	0.302019674
	0.000791211

	Q53TN4
	Cytochrome b reductase 1
	CYBRD1
	0.298333327
	0.001059829

	Q9UGM1
	Neuronal acetylcholine receptor subunit alpha-9
	CHRNA9
	0.278844331
	0.003789232

	O95522
	PRAME family member 12
	PRAMEF12
	0.266396901
	0.00227331

	Q9UJA3
	DNA helicase MCM8
	MCM8
	0.264270439
	0.001989028

	Q96RW7
	Hemicentin-1
	HMCN1
	0.248358995
	0.002138296

	Q6ZUI0
	Tumor protein p63-regulated gene 1 protein
	TPRG1
	0.247767007
	0.002120092

	Q9UFH2
	Dynein heavy chain 17, axonemal
	DNAH17
	0.24435093
	0.001679742

	Q8IZD9
	Dedicator of cytokinesis protein 3
	DOCK3
	0.237310325
	0.002116992

	Q5TEZ5
	Uncharacterized protein C6orf163
	C6orf163
	0.226835071
	0.000880642

	Q05481
	Zinc finger protein 91
	ZNF91
	0.21536444
	0.001498287

	Q70Z35
	Phosphatidylinositol 3,4,5-trisphosphate-dependent Rac exchanger 2 protein
	PREX2
	0.191198728
	0.002517542

	Q92802
	NEDD4-binding protein 2-like 2
	N4BP2L2
	0.190876577
	0.000330013

	Q96DC9
	Ubiquitin thioesterase OTUB2
	OTUB2
	0.184311907
	0.001594629

	P10646
	Tissue factor pathway inhibitor
	TFPI
	0.155656173
	0.003210521

	P28325
	Cystatin-D
	CST5
	0.142976293
	0.002483888

	Q4G0P3
	Hydrocephalus-inducing protein homolog
	HYDIN
	0.141535622
	0.001828851

	Q01638
	Interleukin-1 receptor-like 1
	IL1RL1
	0.111261243
	0.002601252

	A2RTX5
	Threonine--tRNA ligase 2, cytoplasmic
	TARSL2
	0.094028325
	0.001950521


