Supplementary Material
Causal Effects of Gut Microbiome on Cardiovascular diseases: A Two-

Sample Mendelian Randomization Study
Zixi Xiao'*# Xueyan Zang'?# Zhongyu Dai’, Jinting Ye®, Yuhua Zheng®, Hanyi Yao>* and Liu
Lingl’z*
"Department of Cardiovascular Medicine, the Second Xiangya Hospital, Central South University
?Research Institute of Blood Lipid and Atherosclerosis, Central South University
3Department of Cardiovascular Surgery, the Second Xiangya Hospital of Central South University
*Clinical Center for Gene Diagnosis and Therapy, the Second Xiangya Hospital of Central South
University
SXiangya School of Medicine, Central South University
* Correspondence:
Address correspondence to Liu Ling, Department of Cardiovascular Medicine, the Second Xiangya
Hospital, Central South University, Changsha 410011, China.
email: E-mail: feliuling@ csu.edu.cn

Supplementary Data
A B
MR Test MR Method
Inverse variance weighted Weighted median Inverse variance weighted
/ MR Egger MR Egger
9.5~ 3
L L ]
0.04 - 9.0-
L 2
L
f 8.5~ 1
0.02- 73 o
=
oo e _7!___——————"—__—_—_— ~ 80-
___'_J_—————__/
0.00- — ¢
75-
L ]
0.0 0.1 02
0.05 0.10 0.15 8
SNP effect on exposure v
C : D i
rs7960664 s - rs76784716 —T 7T
rs140912403 : - reg9813022 ———C—T
76211 S S -
rs62285697 1555676 :
: rs34569731 —t 1
rs34569731 : . ]
: rs62285697 ———————
rs55876211 = - :
5140912403 —
rs9813022 - :
rs7960664 <@ o——@—————
rs76784716 : .
All - MR Egger
All- All - Inverse variance weighted | ——
1 ] ] 1 ] 1 1 ] [
0.00 0.05 0.10 0.15 0.20 -0.25 ollo() 0.25 0.50

Figure S1. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Alphaproteobacteria on myocardial infarction risk.
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Figure S2. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
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Clostridialesvadin-BB60group on myocardial infarction risk.
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Figure S3. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of FamilyXIIl
on myocardial infarction risk.
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Figure S4. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Oxalobacteraceae on myocardial infarction risk.
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Figure S5. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of

Actinobacteria on cerebral infarction risk.
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Figure S6. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Gammaproteobacteria on cerebral infarction risk.
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Figure S7. Scatter plot(A), funnel plot (B),
Verrucomicrobiae on cerebral infarction risk.
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Figure S8. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
ClostridialesvadinBB60group on cerebral infarction risk.
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Figure S9. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Enterobacteriaceae on cerebral infarction risk.
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Figure S10. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Methanobacteriaceae on cerebral infarction risk.
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Figure S11. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Prevotellaceae on cerebral infarction risk.
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Figure S12. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Coriobacteriales on cerebral infarction risk.
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Figure S13. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Enterobacterials on cerebral infarction risk.
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Figure S14. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Verrucomicrobiales on cerebral infarction risk.
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Figure S15. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Gammaproteobacteria on coronary heart disease risk.
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Figure S16. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Actinomycetaceae on coronary heart disease risk.
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Figure S17. Scatter plot(A), funnel plot (B), leave-one-out plot (C), and forest plot(D) of the causal effect of
Actinomycetales on coronary heart disease risk.
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