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Figure S1. Sections of whole-mount ISH probed with ik

(A) Dorsal (left) and lateral (right) view of 2-dpf embryo stained with the ik probe with planes of sections
in follow panels as indicated (B) Section image of part of head with otic vesicle (arrow) of zebrafish

embryo (C) Transverse cross section of the pronephric tubules (arrow).



Figure S2. Large field-of-view images of cilia in the pronephros of ik mutants imaged by TEM

(A) Cross-sectional image of zebrafish pronephros. Motile cilia were observed in the sample (arrow).

Scale bar, 200 nm (B) High magnification image of (A). Scale bar, 100 nm.



Additional File 3. Sequencing results of ofd7 in ik KO embryos at 2.5 dpf
To analyze the full sequence of ofd7 in ik KO embryos at 2.5 dpf, full length ofd7 PCR products were

cloned to pBHA-T vector and verified through sanger sequencing (Cosmogenetech, Seoul, Korea).



® Sequencing results of ofd7 exon1-exon7 in ik KO:

CCTAACATATGTGTGTTTGTTTGGGGGCGGGGAGAGAGCGAAGAAGCTCTATCAGACCTTCAAGAGCCGCG
GGCTGCTGGACACTCTGAAGACACGGCTGCGGAATCAGCTGATCCAGGAGCTGCAGGCGCCGGTGCGCAG
AGGAGAATCTGCTTCCAGACGCTCTGCAGATCACACTGACTCTGTGTTAGTCTCTGCATGCAACAGTGTGGT
GGTCGATCACCTGCGCAGCGCTGGCTATGAGTACACACTGTCTGTCTTCCAGCCCGAATGCGGACTGAGCA
AAGACAAGGTGTTATCAAGTCGTGATGTTCTGCAGATCGTGAAAATCAGCCCTCATATGCCCTTATACAAATCT
CTGGTTTCAAATATCCAGAGGGGACAGTCAGGTTTTCTGAAGAGTCTGTTGATGGAGCTGACGGACCACAGT
GTTTACAGTGACTGCAGTGATAATTCAACTCAAACCACCTCTATAGCAGCGCATAAGGAGTCTCTGGTAGAGA
AGATGCAGCTGATTGATGAGGAGTATGAAGTGCTGCGGCACAGAGGCGACCGCTGGGCGTCAGTGGAAGC
CAAACTGGCCGAATACAGGAAAGAGATCCAGGAACAAGCACAGATCGAGCTCAACGCAAAGCTCCAGCACT
TCATGGATGTGGAGATAGCGAAGGTAAAGCAGGAAGAGAAAGAAAGATCGAGGAAAGAAATCCTGGAGCTCA
GACGAGACATGGAGAAAACATATGAGCTGAAGTCTGAAGCTCTGATCAGTCGAGAGAAAAACGCCATCGAGC
GCTTGCAGAAACACCAGGAGATTGAAGAAAAGGACATTTATGCTCAAAGACAAGCCGTGCTGAGGGAAATCG
AGTCTGTGCGGAGCCGAGAGATGGAGCTGAGGCAGAGGATGGAGGCCTTTGACAAGAGCTGTGCGCTGCA
CGAGGAGAAGGTGAAGACCATGGAGGATCTCCTACGGAGGAGAGAACTGTCTGCGAAGACCATGGAGGATT
CCTTTGAGCAGAAACTGAAGAGCGAGTTACTGAAATATCAGCTGGAACTGAAGGAGGAGAATATGAAGAGAA
CAGAGAAACTGACAGA
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® Sequencing results of ofd7 exon5-exon13 in ik KO:

TAACAGTAAGGCACCCGGTGGTATCCAGGTGACTGCAGTGATAATTCAACTCAAACCACCTCTATAGCAGCGC
ATAAGGAGTCTCTGGTAGAGAAGATGCAGCTGATTGATGAGGAGTATGAAGTGCTGCGGCACAGAGGCGACC
GCTGGGCGTCAGTGGAAGCCAAACTGGCCGAATACAGGAAAGAGATCCAGGAACAAGCACAGATCGAGCTC
AACGCAAAGCTCCAGCACTTCATGGATGTGGAGATAGCGAAGGTAAAGCAGGAAGAGAAAGAAAGATCGAG
GAAAGAAATCCTGGAGCTCAGACGAGACATGGAGAAAACATATGAGCTGAAGTCTGAAGCTCTGATCAGTCG
AGAGAAAAACGCCATCGAGCGCTTGCAGAAACACCAGGAGATTGAAGAAAAGGACATTTATGCTCAAAGACA
AGCCGTGCTGAGGGAAATCGAGTCTGTGCGGAGCCGAGAGATGGAGCTGAGGCAGAGGATGGAGGCCTTT
GACAAGAGCTGTGCGCTGCACGAGGAGAAGGTGAAGACCATGGAGGATCTCCTACGGAGGAGAGAACTGT
CTGCGAAGACCATGGAGGATTCCTTTGAGCAGAAACTGAAGAGCGAGTTACTGAAATATCAGCTGGAACTGA
AGGAGGAGAATATGAAGAGAACAGAGAAACTGACAGAAAATGAGGAGAGGATTAGAGCAGAAGCAGCTCGT
CTGCAGAAAGAAGCTGCTGTTATTGAAGCAAAGACAGAAGATTATGAGAGAAAATCATCAGAGGTCAAACAAC
TGCTGATGGAGCTGGAGTCGTCCCGATCGCAGGCGTCTCTCCTGAAGCAACAGAAGGAGCTGCTGAGAGAA
CAACTGGAGAACATGAGGGATTATCCAGAGCTGAAGAAACACACGCTGGAGCTGCAGACACGCATCACCCT
GCTGAAACAACAGCTGGAGGAGAAACAACAACACAACCAGAGGCTGACACAAGAGCTCAGCGCGCCGTCA
CATGAGCATCTGATGCTGCAGGCGGAGCTTCGGAGACTGGAGGCGGAGCATAAACTGCAGAAGGAGG
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® Sequencing results of ofd7 exon11-exon15 in ik KO:

GTTAGATATCGAGAACTGACAGAAATGAGGAGAGGATTAGAGCAGAAGCAGCTCGTCTGCAGAAAGAAGCTG
CTGTTATTGAAGCAAAGACAGAAGATTATGAGAGAAAATCATCAGAGGTCAAACAACTGCTGATGGAGCTGGA
GTCGTCCCGATCGCAGGCGTCTCTCCTGAAGCAACAGAAGGAGCTGCTGAGAGAACAACTGGAGAACATGA
GGGATTATCCAGAGCTGAAGAAACACACGCTGGAGCTGCAGACACGCATCACCCTGCTGAAACAACAGCTG
GAGGAGAAACAACAACACAACCAGAGGCTGACACAAGAGCTCAGCGCGCCGTCACATGAGCATCTGATGCT
GCAGGCGGAGCTTCGGAGACTGGAGGCGGAGCATAAACTGCAGAAGGAGGAGTTGGAGACGCAGAAGAAT
GTCTTACACACACAACTGCAGCACGAGGTCCAACAGTGTGCGCTGTTGAAGGCTCAGCTGATGGAGTGTGA
AGAACGCACTAAATGGATGAACACACACACTGAAGAGCTCAAACTACAGCTACAGCAGACTCAGCAAGCTCT
AGAAAACGAGATCCTCCGAAACCCCAAGCCTTCTCTGGTAGACCGATCTGTTCTCAATCTGCACCCTGATAAA
CTCCTTCCTCCTGATATATACATAGACACTGAACTCCTCAGAAACACCAGAGCCGCTGCTGACGGTAATGTATC
TGAAGCAGGACTGGCTCTCAGGGGCCCGAAATCTCGCACTGTGGCCCCTGAACATGATTCTGACATGGTTAT
CAGTGCTTTATCCCGCATTCGAGAGCTGGAGCAGGAGGCGGAGCGGCTAGAGGAGGCGTACAGGAGTCAC
CAGCAGAGGGCGCTGTCTGCTGAAGATCCCACACTGCACAGAGGCAGCCAGAACTACAGCAGAGACACAG
CAGCGCAGCAGCACAGAGTCATATCCCGCAGTCCTATTTTTGCGGGACGTCCCATTGAGGAGGAGCATGAG
GAGTTCAGTAGGACTCCTTCTCCAGCAGAGA
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IR RR RN RN R R RN RN R RN RN RN RN R RN RN n NN R RN nNrER R unInennnnEnIEInI
pMCGCACTAAATGGATGAACACACACACTGAAGAGCTCAAACTACAGCTACAGCAGACT CAGCAAGCTCTAGAAAACGAGATCET

508 510 516 520 625 530 535 540 545 550 655 560 565 570 576 580 585

800

= A

6550 €600 6650 6700 6750 6300 6850

6050 6100 8150 6200 6250

lIlIlIlllIllIIIlllllllllllllllllllllll 1 lIlIllIlllllllIllllllllllllllllllllllllIl
CCGAAACCCCAAGCCTTCTCTGGTAGACCGATCTGTTCTC CTGCACCCTGATAAACTCCTTCCTCCTGATATATACATAGA

590 595 €00 605 610 815 820 625 630 835 840 845 €50 655 €80 665

e

7400 7450 7500 7850 7000 7050

llll
TCAAT

800
4
2
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A'\B Apphed SNATO04512-004-1-2,5K0-2f.ofd exon10 for.ab KB1418 KBbep
A Blosystems SNAT04512-004-1-2.5K0-2f ofd exont0 for KB_3730_POP7_BDTv3.mob

TS:58 CRL:1003 QV20+:1011

Signal: G:716 A:1205 T:1400 C:1711 AvgSig: 1258 C#3 W-G1 Plate Name:230405-3
LR R R R RN R N RN R R R RN NN RN RR RN
CACTGAACTCCTCAGAAACACCAGAGCCGCTGCTGACGGTAAT GTATCT GAAGCAGGACTGGBCTCTCAGGGGCCCGAAATCT

675 680 685 690 695 700 705 710 715 720 725 730 735 740 745 750

mni n [ ARRARRRNRRY]
CGCACTGTGGCCCCTGAACATGATTCTGACATGGTTATCAGTGCTTTATCCCGCATTCGAGAGCTGGAGCAGGAGGCGE
755 760 765 770 775 780 785 790 795 800 805 810 815 820 825 830

> -

fsnpinpnnnl [RRRERNR Y] [ARERRERRY]
GGCTAGAGGAGECGTACAGCAGTCACCAGCAGAGGGCECTETCTGCTGAAGAT CCCACACT AGAGGCAGCCAGAACTA

845 850 855 860 865 870 875 880 885 890

10100 10150 10200 10250 10300 10350 10800 10450 10500 10750 10800

[ RAARRRRRR Y] (LR RRRNNY) (ARRARRRRRIRRIY) UL (LI RAN
AGCAGAGACACAGCAGCGCAGCAGCA AGTCATATCCCGCAGTCCTATTTTT GC GTCCCATTGAGG

920 925 930 935 940 950 955 960 965 970 980 985 990 895

11050 1100 1150 11200 11250 11300 11350 11400 11450 11500 11550 N600 11650 11700 11750 11800 11850 11000 11080
Inst ModelName:3730x/3730XL04-18128-010 PueBase Ovs: I Printed on: 43 06,2023 09:55:11 KST
Sequence Scanner Software 212.0 Mot Base Cve IR Electropherogram Data Page 3 of 4
A"B A_pp‘ied SNAT04512-004-1-2,5KO-2f ofd exon10 for.abt KB14.18 KBbcp
A Biosystems SNAT04512-004-1-2.5K0-21 ofd.exon10 for KB_3730_POPT_BETv3 mob
Signal: G716 A:1205 T:1400 C:1711 AvgSig: 1268 C#:3 W:G1 Plate Name:230405-3 TS:58 CRL:1003 QV20+:1011

n 1mi Tsnnl i a1
IAGGAGTTCAGTAGGACTCCTTCTCCAGCAGAGA
1005 1010 10156 1020 1025 1030

12050 12100 12150 12200 12250 12300 12350
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® Sequencing results of ofd7 exon16-exon23 in ik KO:

ACACGGCCGTATCAATATTTTCCCTTTGGGGAAGTCCATTGAGGAGGAGCATGAAGGAGTTCAGTAGGACTC
CTTCTCCAGCAGAGCGACTCGCCTCTCCTCCTGCCAGACGTCTGTCCTCCACACCACAGTCTGCTTCCAGG
AGCAAACGCCGAGCAGATGAGGAGCATGATGAACACTCTTTAAATACAGAGTGTGTGAAAGTATCCTCTAACA
CGGACAGACCAGCGCTGATGTTTCCAGAAAGACTCATTTCACCCATTCCTGCTGAGGAACTGAGCTCCTCCA
TCAGTCCCAGCAGCCCCGTCATGAAGAGCACCACACGACACACACAAAGTCCAGCCAAACTGCAGGAAATC
CTCTTGTCCAGCTCCTCTCAGGAATCCTCACCGCAGCCAGAGAAAATCACACTGCACGACCTGACGGAGCC
CATACAGATGGTATCTGCAGATCAGCCGTGTCTCCTTCAGGATTGTGAGCCGGAGCTCCAGCAGGATCATCC
AGATGTACAAATATCATCATCATCATCATCATCATCATCATCACAGCGTGAGGAAGAGCAGCAGAGAGAGACAC
ACACACTCCAGCAGCAGCCGCATGAGGAACAAACACAAGAGCAGCGTGATGATGCTGGGGGTCATGTGACT
TCAGCGGCCTCACCGACTGGAGGAGCAGAAGAGGCCAATCCGCTGCAGAGATACATGCAGATGCTGATGCA
GGACAAACAGCAGGAACAGTCTCCAAATAAAGAGTCATCAGGGAGTCACGAGGAGAATCTTCAGTCTGAGAA
TCACGAGCACAGCGCCGGCGTGATTTCACACGATGAAGCCGACGATGATTTCTGGAAGCTTAGTATTGGATC
TGCAGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGATGCATAGCTTG
AGTATTCTATAGTGTCACCTAAATAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCG
CTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAA
CTCACATTAATCACCTGTAAGTCGGACGAATTCGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCT
CGGTCGTTCGGCTGCGGCGAAGCGTATCAGCTCA



A% Iled SNAB99369-022-1-2,5KO4-2f ofd1 primerd abi KB1418 KBbep
Blﬁsystems SNAGS9369.022-1-2 5KO4-2f. ofd 1 primerd KB_3730_POP7_BDTv3.mob

Signak: G:251 A:301 T:355 C:467 AvgSig: 343 C#26 W:D4 Platz Name:230322-3 TS:54 CRL:1125 QV20+:1116

b st o s e LS ) e s s e B o s e o - sunlBRElulnn
ACACGGCCGTATCAATA TT TTCCCTT TGGGGAACI’ OCAT TG AGGAG GAGCATGAAGGAGTTCAGTAGG
5 10 15 20 25 30 35 40 45 50 55 60 65

50 100 150 200 250 300 350 400 450 500 550 800 B850 700 750 800 850 800 950

R R R RN R R RN RN RN RN RN R RR RN e i nnnRn RN RRRRRRRRRRRRRRRIINN
GCCTCTCCTCCTGCCAGACGTCTGTCCTCCACACCACAGTCTGCTTOCAGGAGCAAACGCCGAGCAGAT GAGGAGCATGATGA

95 100 105 110 115 120 12! 13 135 140 155 16 16! 170

600 —

S uuuumumumummmmuuuum

1050 100 150 1200 1250 1300 1350 1400 1450 1500 1550 1600 1650 1700 1750 1800 1850 1900 1950

EERninnRERnnnEn RN nnnninnn RN RN RRRERRRRRRRERRRRIRRRRRRRRR AR RRRED RN}
ACACT CTTTAAATACAGAGTGT GTGAAAGTATCCTCTAACACCGACAGACCAGCGCETGATGTTTCCAGAAAGACTCATT TCACCE

180 185 19 210 215 220 226 245 260 255

mmmmummmmummmumumuumuummuummmmu

2050 2100 2150 2200 2250 2300 2350 2400 2450 2500 2550 2600 2650 2700 2750 2850

lIIlIIlIIllIllIlIlIllIllllllllllllllllllllllllIIlllIIIIlllllllllllllllllllllllIIlIlI
CATTCCTGCTGAGGAACT GAGCTCCTCCATCAGTCCCAGCAGCCCCGTCAT GAAGAGCACCACACGACACACACAAAGT CCAGC

285 270 275 285 290 285 300 305 310 315 320 325 330 335 240

M A

2400 3450 2500 3550 2850
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AB ||ed SNAB99369-022-1-2.5KO4-f ofd1 primers.ab1 KB1418 KBbcp
Blosystems SNAG99369-022-1-2.5K04-2,ofd1 prmerd KB_3730_POP7_BDTv3 mob
Signai- G251 A:301 T:355 C:467 AvgSig: 343 C#26 W-D4 Plate Name:230322-3 TS:54 CRL:1125 QV20+:1116
(RN RRRRERRRRRRERRRNNINEN! fnnnninnnna [ ARIRERRRRERRRRRRIRRRERE! innnnnnn

i 1 1l
CAAACTGOAGGAAATCC CTT G‘CCAGC CCTCTCAGGAATCCTCACCGCAGCCAGAGAAAATCACACT GCACGACCTGACGGAC
345 350 355 376 380 385 390 395 400 405 410 415 420 425

A A

4050 4100 4150 4200 4250 4300 4350 4400 4450 4500 4550 4600 4650 4700 4750 4850 4800 4850

llIllIlIllIIIIIIIIlllllllllllllllllllIIIIIIIIIIIIIIIIIIIlIlllIIIlllllIIIIIIIIIIIIIIII
CCCATACAGATGGTATCTGCAGATCAGCCGTGTCTCCTTCAGGATTGTGAGCCGGAGCTCCAGCAGGAT CATCCAGAT GTACAAA

430 435 440 445 450 455 460 485 470 475 480 485 490 495

T A mumm

5050 5100 5150 5200 5250 5300 5350 5400 5450 5500 5550 5600 5650 5700 5750 5300 5850 5000 5950

(ERR R R RN RN NN RN R n RN RN RN NRRRRNRRRNRRRRRRN R e RN RRRRRRRRRRRNRDEDND
TATCATCATCATCATCATCAT CATCATCATCACAGCGTGAGGAAGAGCAGCAGAGAGAGACACACACACT CCAGCAGCAGCCGCA

515 520 525 530 535 540 545 650 586 660 666 670 576 580 5885 590 596

A

6050 8100 6150 6250 6550 £600 6650 6700 6750 6850 6900 6850

llllllllllllllllIlllllllllllllllllllllllllllllllll lllIIIllllllIllllllllllllllllllll
TGAGGAACAAACACAAGAGCAGCGTGATGATGCT GGGGGTCAT GTGACT'CAGCGGCCT CACCGACTGGAGGAGCAGAAGAGGE

600 805 810 815 820 625 830 835 855 860 865 870 875 €80

=

n o
883 8

LS 3
888

noa
888

-
8

7400 7450 7500 7550 7600 7650 7780 7850
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AB Blosglllset%ms

Signal: G:251 A:301 T:355 C:467 AvgSig: 343

SNAB99369-022-1-2.6KO4-zf ofd 1 primers ab1
SNABS9369-022-1-2 5K04-2f ofd1 primerd
C#26 W:D4 Plat= Name:230322-3

KB1418 KBbep
KB_3730_POP7_BDTv3.mob
TS:54 CRL:1125 QV20+:1116

llllllllllllIlIlIlllllllllllllllllllllllll
ACGAGGAGAATCT TCAGTCTGAGAATCACGAGCACAGCGCCGG

[ IARRERRNRNLNN])
CAATCCGCTGCAGAG
885 690 695
600
400
200
8050 8100 8150
770 778 780
600

4
2

8 8
——
[
P
EEr—
H=_
[—
° ==
[ =
——

lIlIlIllllll
ATACATGCAGA
700

(IR RN RRIRIRRIRRtnY)
CTGATGCAGGACAAACAGCAGGA

720 730

i
TGCTG

725

8200 8250 8300 8350 8400 8500 8550

785 790 795 800 805 810 815

llllllllllulllllllllllllllllllll
CGTGATTTCACACGATGAAGCCGACGATGATTTC

IRRRREnnRRnaNRRENEnnennnnEnnn
AGTCTCCAAATAAAGAGTCATCAGGGAGTC
740 745 750 785 760

G ummmummmuunwmmmu AN

8600

8650 8700 8750 8850

IIIIIII
TGGAA

820 825 830 835 840 845

A A

100 9150 9200 9250 9550 98!

llllllllllllIllllllllllul IlIIIlllIIllIllllIIlIllII IIIlIIlIIIIIIlIlIIlII
TTAGTATTGGAT CT GCAGAATTCCAGCACACTGGCGGCCGTTACTAGT GGATCCGAGCTCGGTACCAAGCTTGATGCATAGE
850 855 860 865 870 875 880 835 890 895 900 9085 910 915 920 926 930

10050 10100 10150
[ ARARRNNRNRN]]

10200 10250 10300 10350 10400 10450 10500 1050
feninlnannniunnoenininnnniis

10800
s nienun i anninnonniniRiniines

10650

10700 10750 10800 10850 10900 10950

TTGAGTATTCTATAGTGTCACCTAAATAGCTT GGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCA

935 940 945

950 955 9260 965 970 975 980

9285 980 995 1000 1005 1010

11050 11100 mso 11200 11250 11300 11350 1400 11450 11500 11550 1600 11650 11700 1750 11800 11850 11900 11080
Inst Model/Name:3730x13730XL04-18128-010 pure Base Vs LB Brinted on: 33 23,2023 09:19:58 KST
Sequence Scanner Software 220 Mived Base GVs _ Electropherogram Data Page 3 of 4
AB l|ed SNAB99369-022-1-2, 5KO4-f ofd 1 primerd ab1 KE14.18 KBbop
Blﬁsystems SNAB99360-022-1-2 5KO4-f ofd1 primerd KB_3730_POP7_BDTv3.mob
Signat: G251 A:301 T:355 C:467 AvgSig: 343 C#26 W-D4 Plats Name:230322-3 TS:54 CRL:1125 QV204:1116
Inin e suewunBunniuninininnennil 1nin. B0l s BRR RN Run e RRRRNRRN. 0000 Rn.
AATTCCACACAACATACGAGCCGGAAGCAT AAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATT AATCA
1015 1020 1025 1030 1035 1040 1045 1050 1055 1060 1085 1070 1076 1080 1085 1080

12050 12100 12150
(RN RN RN Y]

12200

12250
fnsnnmn,.

12300 12350 12400 12450
wis BEREsan RO Ru B

12500 12550

12600 12650

12700 12750 12800 12850 12900 12950

CCTGTAAGTCGGACGAATTCGGEGCGCT CTTCCGC TTCCTCGCTCACTGACTCGCTGCGCTCGEGTCGTTCGEGCT GCGGCGAAG

1100 1105

1110

118 120 1128 1130 1135 1140

1145

1150 1155 1160 1185 1170

13050 13100 13150

-anlllnma..
TATCAGCTCA

1180 1185

o -

-
e

14050

14100
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Additional File 4: Table S1. List of primer sequences used for RT-PCR analysis

Name of Genes

Primer sequences (5°-3’)

Zebrafish ik

Zebrafish gapdh

Zebrafish slc4a4

Zebrafish slc13a1

Zebrafish slc12a3

Zebrafish foxj1a

Zebrafish ofd1

Forward

Reverse

Forward

Reverse

Forward

Reverse

Forward

Reverse

Forward

Reverse

Forward

Reverse

Forward

Reverse

TACGCTGAATGCTACCCTGC

TGAGTGTCAAAGTCCCAGCG

GTATGACTCCACCCACGGC

ACAATGGTCATGCTGGAGGG

GATCGGCCCAAACTGCTTCT

GCTCCTGCTCCATCATGTCC

GCATCTCCAACCCAGCTCTT

CCGAGGTACATCCAGTGCAG

GACCGGAGGGCAGTTTCTTT

GAGGAAAGGGTGGCTCCAAA

AGTCCAACCCGCACATCAAG

GTTCATCCTGAGTCGGTGCT

CCTGAAGCAACAGAAGGAGC

TGCTTGCTGAGTCTGCTGTA




Additional File 5: Table S2. List of primer sequences used for WISH analysis

Name of Genes

Primer sequences (5'-3')

Zebrafish ik

Zebrafish cmlc2

Zebrafish slc4a4

Zebrafish slc13al

Zebrafish slc12a3

Zebrafish ofd1

Forward

Reverse

Forward

Reverse

Forward

Reverse

Forward
Reverse
Forward
Reverse

Forward

Reverse

TTTTTGCAGGATCCATGCCTGAACGCGAAA

TTCTAGAGGCTCGAGCTAATATTTTGGCCGCTTGA

GAGGTAATACGACTCACTATAGGGATGGCTAGTAAG AAA GCC GCG

GAGGAATTAACCCTCACTAAAGGGTCAAGATTCCTCTTT TTCATC

GAGGTAATACGACTCACTATAGGGATGAGCGCCGGC AAG AGG GTG

GAGGAATTAACCCTCACTAAAGGGCTCTTCGAACTTGAT CCACC

GAGGTAATACGACTCACTATAGGGATGAGGCGGCTT AGATGTTCT
GAGGAATTAACCCTCACTAAAGGGGTTGCTCAACCA CATAGAGAGAA
GAGGTAATACGACTCACTATAGGGATGGAGAATCCA GGCTTCCAG
GAGGAATTAACCCTCACTAAAGGGTCAACAACACCA CCACTATCC
TAATACGACTCACTATAGGGATGTCTGCGAGTAAAG AGGAGAGT

ATTAACCCTCACTAAAGGTCACCAGAAATCATCGTCGG




