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S1 Table: Forward and reverse primers for rs11708067 of ADCY5 and rs11926707 of
PTHI1R

Forward primer of ADCY5: TGGGAGGATTATCAGGCTCTC
Reverse primer of ADCY5: GACTCAAGGGCTCAAGGTC

Forward Primer of PTH1R: CAGTGTGACCCAACAGAAGG
Reverse Primer of PTH1R: ACTCCATCCCTTCTCCATGC

Primer Length  Tm GC Self - 3 Hairpin = Product
content | complemen | complem size (bp)
(%) -tarity -entarity

Forward 21 58.39  52.38 0.00 0.00 0.00

primer of

ADCY5 250

Reverse 19 57.46 @ 57.89 0.00 0.00 0.00

primer of

ADCY5

Forward 20 58.40 @ 55.00 0.00 0.00 0.00

primer of

PTHI1R

Reverse 20 59.16 = 55.00 0.00 0.00 0.00 266

Primer of

PTHIR

S2 Table: Association of ADCY5 variant rs11708067 and PTHI1R variant rs11926707 with
T2DM in low back pain patients

SNP Genotype DM+LBP vs Control
Odds ratio p- Odds Ratio? p-
value value
1.57 2.17
rs11708067
A/G vs AIA (0.87-3.06) 0.19 (0.65-7.26) 0.2
1.33 1.11
. CITVsCIC 4 65-2.73) (0.31-3.97)
codominant 0.24 0.12
TIT vs CIC 0-56 0.15
(0.19-1.65) (0.02-1.24)
. C/T-TIT vs 1.12 0.78
1ap67q7 | o mant cic ©056222) 27 (024258 068
recessive T/T vs C/C- 0.47 013 0.14 0.04
CIT (0.17-1.28) ' (0.02-1.02) '



over- C/T vs C/C- 1.56 1.72

dominant /T ©081-300) %19 (0545480 O

S3 Table: Association of ADCY5 variant rs11708067 and PTHIR variant rs11926707 with
low back pain in type 2 diabetic patients

SNP Genotype DM+LBP vs DM
Odds ratio p- Odds Ratio? p-
value value
1.01 1.02
rs11708067
AGVSAIA - o717y 09 (os5a192) 0%
1.09 0.87
. CITvsCIC 450-2.02) (0.44-1.73)
codominant 0.72 0.83
TIT vs CIC 0.74 0.71
(0.27-2.03) (0.22-2.26)
. CIT-T/T vs 1.03 0.84
dominant C/C (0.57-1.86) 0.93 (0.43-1.64) 0.62
rs11926707 . T/TvsCIC- 0.70 08 0.7 064
CIT ©0.28-1.78) (0.26-2.27) '
over- C/T vs C/C- 1.17 0.94
dominant /T ©067-207) %98 (0491780 08
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