The top five genes of cluster_0, cluster_1, cluster_3, cluster_11, and cluster_12 associated with cancer
	Cluster
	Top5 Genes
	Cancer

	Cluster_0
	SELENBP1
	Rectal Cancer[1], Breast Cancer[2], Ovarian Cancer[3]

	
	RASD1  
	Breast Cancer[4], B-cell acute lymphoblastic leukemia[5]

	
	SLC51A
	Colon Cancer[6]

	
	CYB5R2
	Rectal Cancer[7], Non-Small Cell Lung Cancer[8]

	
	RALGPS2
	Bladder Cancer[9], Lung Cancer[10]

	Cluster_1
	SGO2
	Liver Cancer[11], Endometrial Cancer[12, 13]

	
	CKAP2
	Breast Cancer[14, 15], Ovarian Cancer[16]

	
	SGO1
	Prostate Cancer[17], Liver Cancer[18]

	
	NUSAP1
	Prostate Cancer[19], Colon Cancer[20], Breast Cancer[21]

	
	HIST1H103
	No Research

	Cluster_3
	SLBP
	Breast Cancer[22], Osteosarcoma[23]

	
	CDCA7
	Rectal Cancer[24], Breast cancer[25]

	
	GINS1
	Rectal Cancer[26], Liver Cancer[27], Breast Cancer[28]

	
	MCM5
	Cervical Cancer[29], Lung Cancer[30]

	
	GSTA4
	Rectal cancer[31], Melanoma[32]

	Cluster_11
	CCNB3
	Clear cell sarcoma of the kidney[33, 34], Breast cancer[35]

	
	CDC20
	Rectal Cancer[36], Gastric Cancer[37], Pancreatic Cancer, Ovarian Cancer, Liver Cancer

	
	NEK2
	Pancreatic Cancer[38], Ovarian Cancer[39], Liver Cancer[40]

	
	PARPBP
	Liver Cancer[41], Breast Cancer[42]

	
	AURKA
	Breast Cancer[43], Bladder Cancer[44], Pancreatic Cancer[45]

	Cluster_12
	CDC20
	Rectal Cancer[36], Stomach Cancer[37]

	
	BUB1B
	Prostate Cancer[46], Breast Cancer[47], Rectal Cancer[48]

	
	PTTG2
	Squamous cell carcinoma of the head and neck[49], Glioblastoma[50], Esophageal squamous cell carcinoma[51]

	
	HMMR
	Breast Cancer[52, 53], Bladder Cancer[54]

	
	SPAG5
	Breast Cancer[55, 56], Cervical Cancer[57]
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