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Supplementary Figure 1. Western blot to analyze PRAME and b-actin protein levels before 

and after 1 week of doxycycline (DOX) treatment in Mel290 cells with inducible PRAME 

expression construct, MP41 cells with inducible shRNA construct targeting PRAME, and uveal 

melanocytes (UMC) with inducible PRAME expression construct. 



 

 
 
 
Supplementary Figure 2. Pan-Cancer analysis of fraction genome altered in association with 

increased PRAME expression in 12 cancer types from the Cancer Genome Atlas (TCGA). 
GMB, glioblastoma multiforme; LUAD, lung adenocarcinoma; PRAD, prostate adenocarcinoma, 

BLCA, bladder urothelial carcinoma, LIHC, liver hepatocellular carcinoma; BRCA, breast 

invasive carcinoma; MESO, mesothelioma; STAD, stomach adenocarcinoma; CHOL, 

cholangiocarcinoma; KIRC, kidney renal clear cell carcinoma; HNSC, head and neck squamous 

cell carcinoma, and uveal melanoma (UVM). Color indicates the PRAME expression status: 

purple, high expression; yellow, low expression. Significance: * p<0.05, **p<0.01, ***p<0.001, 

****p<0.0001. 

 

 
 
 



 
 

 
 
 
Supplementary Figure 3. Western blot to analyze SMC1A, PRAME, and b-actin protein levels. 

Depicted are the blots for Mel290 and human uveal melanocytes (UMC) following 4 days and 4 

weeks of enforced PRAME expression. 
 
 


