Supplementary Table 1: Abundance of eubacterial and diazotrophic gene copy number associated with chickpea in different soils.
	
	16S rDNA
	nifH

	
	Bulk Soil
	BG 256
	BG 372
	Bulk Soil
	BG 256
	BG 372

	Dharwad 
	1.81E+05
	4.59E+06
	1.89E+05
	1.24E+05
	1.03E+05
	1.43E+04

	Rajnandgaon 
	3.76E+06
	5.20E+06
	5.77E+04
	3.38E+05
	8.52E+05
	3.67E+03

	New Delhi site I

	1.13E+07
	1.82E+07
	3.33E+06
	2.66E+05
	4.23E+05
	4.07E+05

	New Delhi site II 

	3.50E+06
	1.94E+06
	3.92E+06
	3.21E+04
	1.90E+04
	2.82E+05

	Gangwa

	1.43E+07
	2.26E+06
	2.24E+06
	7.64E+04
	2.47E+04
	3.46E+04

	Varanasi 

	1.21E+07
	4.34E+06
	9.68E+05
	2.67E+05
	5.92E+04
	4.92E+04

	Pune site I
	8.23E+06
	3.55E+06
	1.94E+06
	5.39E+04
	3.60E+04
	3.45E+04

	Pune site II 
	8.13E+05
	4.54E+05
	1.77E+05
	1.18E+04
	1.04E+02
	4.10E+03

	Kanpur

	1.33E+07
	1.03E+07
	1.08E+07
	3.63E+03
	3.61E+03
	1.70E+05




Supplementary Table 2: PCA grouping of genotype influence on 16S rDNA copy number
	
	eigenvalue
	variance.percent
	cumulative.variance.percent

	Dim.1
	1.918464
	63.94880
	63.94880

	Dim.2
	0.6050058
	20.16686
	84.11566

	Dim.3
	0.4765302
	15.88434
	100
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Supplementary Table 3: PCA grouping of genotype influence on nifH copy number
	
	eigenvalue
	variance.percent
	cumulative.variance.percent

	Dim.1
	1.8127225
	60.424084
	60.42408

	Dim.2
	
0.9920468
	33.068227
	93.49231

	Dim.3
	
0.1952307
	6.507689
	100.00000
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