Table 1: Result of docking study 
	Sl no
	Compound
	Structure
	Dock Score
	MMGBSA Score
	Interacting Amino Acid Residue

	1
	FL1C3CGS0023
	

	-11.326
	-87.74
	Gly 462
Gly 464
Lys 342
Glu 299
His 296
Ser 441

	2
	FL1C3CGS0024
	

	-10.92
	-75.98
	His 296
Lys 342

	3
	FL1C3CGS0022
	

	-10.673
	-70.39
	Gly 464
Ser 436
His 296
Glu 299
Tyr 397
Ser 339

	4
	FL1DA9GS0001
	

	-10.56
	-75.89
	Lys 342
Gly 462
Ser 436
Ser 441
Gln 438

	5
	FL1DA9GS0001
	

	-10.512
	-75.46
	Glu 389
Glu 299
Lys 342
Gly 464
Ser 463
Ser 436
Ser 441

	6
	
FL2FAAGS0026

	

	-10.319
	-94.56
	Val 280
Ser 436
Gln 438
Ser 441
Gly 464




	7
	FL1CHXGS0001
	

	-10.118
	-65.38
	His 296
Val 280
Gly 464
Ser 460

	8
	FL2FAAGS0026
	

	-9.985
	-67.21
	Gly 462
Glu 389
His 296
Gly 439
Trp 461

	9
	FL1CHXGS0001
	

	-9.974
	-71.6
	Gly 462
Ser 436
Tyr 337
Lys 342

	10
	FL1A98GS0001
	

	-9.965
	-67.82
	Lys 342
Gly 462
His 296

	11
	Nafamostat
	[image: ]
	-5.826
	-39.73
	His 296
Val 280
Ser 436
Gly 464
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